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PERSPECTIVE

The study of single deoxyribonucleic acid molecules confined 
during a Nano channel is of importance from each biotechnological 
and biophysical points of read. We have a tendency to turn out 
Nano channels in low cost PDMS based mostly biochips. The 
two-dimensional cross-sectional diameter of the channels is within 
the vary of fifty to three hundred nm. We have a tendency to live 
the extensions of single virus desoxyribonucleic acid molecules in 
numerous environmental conditions with microscopy. During this 
contribution, 2 necessary and connected problems are addressed. 
The primary issue is that the management of conformation of 
desoxyribonucleic acid by organic compound state of affairs. 
We’ve investigated dextran and also the like-charge proteins 
bovine albumen (BSA) and Hb (Hb). As a stunning result, we have 
a tendency to found that the desoxyribonucleic acid molecules 
take a lot of extended instead of a lot of compacted conformation 
within the presence of low volume fractions of dextran. At 
higher volume fractions, the desoxyribonucleic acid molecules 
collapse into a condensed state. Desoxyribonucleic acid collapse 
was conjointly determined for the like-charge proteins, albeit 
at a lot of lower volume fractions as compared to dextran. The 
second issue is that the result of fine arts super molecule. For 
this purpose, we've investigated the results of the microorganism 
nucleoid associated H-NS and HU proteins. Our results show that 
the interaction of DNA/ligand interaction, pressure, like charge 
attraction, and aeolotropic confinement is of preponderating 
importance in dominant the conformation and compaction of 
desoxyribonucleic acid. The chip provides a platform to analyze 
single biomolecules and is complementary to alternative single 
molecule techniques like those supported molecular tweezers. 
Another exemplary experiment on the structure and dynamics of 
single desoxyribonucleic acid molecules within nanochannels, that 
are ongoing in our laboratories, are conferred.

The specialty tea market has been apace increasing on a world 
scale, leading to higher revenues and profits for tea growers and 
also the business. Correct identification of specific C. Sinensis 
varieties is critically necessary for making certain the authentication 
of premium tea product and maintenance of brand name image. 
However, economical ways for varietal authentication of specialty 
tea product, particularly loose-leaf teas, haven't nevertheless been 

developed. Instrumental ways, like near-infrared spectrographic 
analysis (NIR) are wide applied for tea internal control. 
Exploitation NIR diffuse coefficient of reflection spectrographic 
analysis including pattern recognition techniques, Tan et al. were 
ready to completely differentiate kinds of tea leaves from different 
geographical areas with a high degree of confidence (96%). However, 
the analysis was supported chemical elements like polyphenols, 
Theanine, caffeine, and volatile compounds, that are influenced by 
several factors together with not solely genetic makeup of the plant 
however conjointly environmental conditions throughout growth, 
time of harvest, and postharvest factors. Moreover, though analysis 
will promptly differentiate tea varieties, it's rather more difficult to 
match a tested selection with a famous one with a high degree of 
certainty. Identification needs over simply sensory or instrumental 
examination.

The advantages of ways supported desoxyribonucleic acid to spot 
the botanic origin of food product, significantly once industrial 
process, are well recognized. Normal desoxyribonucleic acid 
barcodes are wont to discriminate between C. Sinensis and most 
alternative herb tea species; however weren't specific enough to 
spot peopling at intervals the species. Ways exploitation markers 
supported PCR amplification of a sequence-tagged or alternative 
region during a cistron, and analysis of ensuing fragment length 
polymorphisms (RFLP, AFLP), are wont to determine tea varieties. 
Used this technique with markers from each cytoplasmatic 
(mitochondrial and chloroplast) and nuclear tea genomes. 
Polymorphisms in amplification length of microsatellites or of 
writing and non-coding regions of specific genes have conjointly 
been used for tea varietal identification. However, to date, the 
applying of desoxyribonucleic acid procedure has been used solely 
to differentiate varieties, instead of make sure the genetic identity 
of 2 samples. Moreover, even with the utilization of microsatellite 
markers, resolution genotyping results from completely different 
labs has not been easy. It’s tough to standardize information 
generated on completely different genotyping platforms, and 
comparison of knowledge is any sophisticated as a result of similar 
alleles could also be binned otherwise. Even on a similar platform, 
analysis are often sophisticated by common PCR artifacts like 
stutter thanks to slipped-strand mispairing, which can result in 
incorrect identification of associate degree gene, and diminished 
amplification of longer repeats, which can result in evaluation 
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heterozygotes as homozygous or alternative spurious genotypes. To 
date, none of the markers are applied to differentially processed tea 
product that are hard, baked, or preserved to completely different 
extents. In processed tea, desoxyribonucleic acid is of poor quality, 
extremely degraded, and contains PCR inhibitors which will 
cause issues for target amplification. Such factors that interfere 
with the applying of straightforward sequence repeat (SSR)-based 
fingerprints for tea authentication will result in false conclusions. 

The biallelic nature of SNPs offers a much lower error rate in allele 
calling than that of SSRs, and genotyping can be multiplexed and 
accomplished quickly at a lower cost. Because of these advantages, 
SNPs have become the marker of choice for variety identification in 
plants used SNP analysis to identify the varietal origin of olive oils. 
Development of SNP markers for the tea plant has been reported 
by a community of tea scientists.
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