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Abstract
Since its introduction in the early 1990s, SPR has now become a powerful research tool for studying specificity, 

affinity and real time kinetics of a broad range of biomolecular interactions, including protein-DNA, protein-protein, 
protein-carbohydrate, protein-RNA and protein-lipid interactions. Surface plasmon resonance (SPR) has provided 
crucial information on the mechanisms of molecular interactions accompanying varied aspects of plant development. 
The structure-function relationship of various lectins depends on the quaternary arrangement of its monomers. 
Novel findings have been made in plant hormone research using SPR as a technique. Thus, new salicylic acid 
binding proteins (SABPs) have been identified in Arabidopsis. These include α-ketoglutarate dehydrogenase E2 
subunit, glutathione  S-transferases, the oligopeptidases TOP2 and TOP1, and members of GAPDH protein family. 
By immobilizing biotin-labelled DELLA peptides on the sensor chip and AtGID1a [Arabidopsis gibberellic acid (GA) 
receptor] as analyte, GA4 has been observed to maximally enhance binding between DELLA and GID1. Molecularly 
imprinted monolayer (MIM)-decorated SPR detection method precisely differentiates between similar plant hormones, 
such as, IAA, 1H-indole-3-butyric acid (IBA) and kinetin (KT), with detection limits around sub-picomolar range. 
Coronatine Insensitive-1 (COI1) has been shown to act as a jasmonic acid receptor using SPR. Ricin, a plant toxin, 
was detected at a concentration 2,500 times less than the minimum lethal dose (200 ng.ml-1) using a SPR biosensor. 
Real time binding kinetic studies of viral proteins (VirE1 and VirE2) and ssDNA using SPR have shown that their binding 
is strongly influenced by substrate and it occurs at poly T sequences and not at polyA and dsDNA. An interaction 
between the replicase protein (p93) of cucumber necrosis tombusvirus (CNV) with the host protein, Hsp 70 (molecular 
chaperone), has revealed the potential role of Hsp90 in the assembly of viral replicase. SPR analysis from a small 
library of phytochemicals has shown ellagitannin geraniin as one of the most potent inhibitor of Hsp90 (a stabilizer of 
many oncoproteins). Future applications of SPR technique are likely to provide tremendous inputs into the molecular 
understanding of plant development and related processes.
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Introduction
Applications of the currently available technologies and 

development of new technologies are crucial to understand the 
mechanisms of cell and tissue development, hormone interaction, 
functioning of signaling and metabolic cascades, mechanisms of 
cell wall formation and mechanisms of stress tolerance in plants. 
Although plants remain rooted at one place for their life, they can 
produce photoassimilates using constituents from soil and air; survive 
unfavorable conditions and herbivores, pests and pathogens attacks 
by synthesizing defense biochemicals. Like human beings, plants 
share numerous regulatory mechanisms and homologous genes, 
cell biological processes and biochemical pathways. Applications 
of technologies not only provide means to test hypothesis derived 
from less precise information, they also lead to generation of new 
hypotheses. Deciphering the molecular basis of inheritance through 
the discovery of the structure of DNA, transcription and translation 
remains a classical example of applications of technologies, like X-ray 
diffraction, in the current era of modern biology. A recent document 
entitled “A New Biology for the 21st Century” published by National 
Academy of Sciences (USA), highlights the major challenges in plant 
science research. Rapid advances in plant science research in the 
current era are putting forward new aspects for understanding plant 
growth and development, posing a challenge to decipher them through 
the applications of new technologies [1].

Significant new information has been obtained in plant biology 

in the recent past using high end technologies. This includes insights 
into hormone signaling and perception and its regulation by protein 
degradation, discovery of ion transporters of as receptors for specific 
ligands, characterization of flowering signal, discovery of small RNA, 
and molecular mechanism of guard cell movement. The pace with which 
DNA sequencing technology is improving, whole genomes can now be 
sequenced within hours and rapid progress is being made in decoding 
the genome sequence of thousands of Arabidopsis thaliana accessions 
[2,3]. Gene transfer into plant genomes another major challenge being 
faced by plant biologists. Although Arabidopsis transformation is 
quick and simple, extended tissue culture phases leading to somaclonal 
variations are required for another species. Future research in plant 
biology is expected to focus on and solve the issue of generation of plant 
mini-/ microchromosomes, synthesis of artificial chromosomes and 
development of effective transformation techniques for introduction of 
large synthetic DNAs into plant genomes. With greater availability of 
genome sequences, proteomics will be attainable and efficient in many 
plant species. 
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In the recent past plant science research, has witnessed a surge 
in image analysis using super-resolution imaging techniques [4-6]. 
Understanding of plant growth through applications of new molecular 
and imaging technologies is one of the major challenges in the current 
era of “new biology”. Imaging techniques are considered tools of 
highest interest in life science research because they offer contactless 
and non-invasive measurements. It is now possible to image entire 
roots or shoots at different stages of development, with precise cellular 
or subcellular spatial resolution. Techniques like stochastic optical 
resolution microscopy (STORM), three-dimensional structured 
illumination microscopy (TIRF), photoactivated localization 
microscopy (PALM) and stimulated emission depletion microscopy 
(STED), outperform classical diffraction limits to provide advanced 
imaging of molecules, cells, organs and even entire root or shoot 
system [7]. Techniques like optical coherence tomography (OCT) have 
been used in the recent past to examine seedling growth in Arabidopsis 
thaliana with a resolution facilitating discrimination of individual 
cells. Other imaging techniques, such as X-ray phase contrast imaging 
(X-ray PCT), have been used for microstructure analysis of voids in 
seeds and multiangle confocal microscopy has been employed for 
observing entire seedling growth [7]. High resolution images obtained 
from these technologies provide in depth information on various facets 
of plant development. Imaging for specific applications or plants, such 
as seed germination, can require long, time-lapsed acquisitions in dark 
[8,9]. It is, therefore, important to consider phototoxicity of probes 
by employing wavelengths, energy and duration of light being used in 
multiscale microscopic technologies.

An understanding of biomolecular binding interactions is 
fundamental to research in life sciences. Visualization of molecular 
interactions in plant cells is permitted using Raman spectroscopy, and 
field scanning optical microscopy [10]. A variety of light absorbing 
proteins in plants have been used to construct plant cell biological tools. 
Fluorescent tags based on various photoreceptors (eg. phytochrome 
and phototropin) have been designed. These light-based tools help us 
understand protein functions. Several instrument-dependent factors, 
however, limit the sought-after information from live-cell imaging. 
These include the capability to identify labeled structures above 
their background and instrument noise, the stability of the label, the 
spatial resolution of the microscope, etc. Multiphoton imaging has 
revolutionized in vivo imaging in various animal systems, and is being 
increasingly used in plant science research to reduce photobleaching, 
cytotoxicity and image generation through highly focused excitation 
and emission wavelengths [11,12]. 

During the last decade, various new analytical techniques have 
been developed to evaluate and characterize biomolecular interactions. 
Surface Plasmon Resonance (SPR) technology has revolutionized life 
science research by enabling real time detection and monitoring of 
biomolecular binding events without the use of labels, thus providing 
a better understanding of biochemical interactions. When used in an 
imaging mode, SPR can be very useful for quantifying and visualizing 
both fixed and live cells and their extracellular environment since it is 
label-free, can give good contrast at low levels of incident light, and can 
quantify very small amounts (up to 3 ng.cm-2) of biological materials 
[13]. SPR is a phenomenon which occurs when a beam of light 
hits the metal surface at a certain angle. It offers several advantages 
over other conventional methods, such as ELISA, for analyzing 
biomolecular interactions. Present review provides an overview of the 
basic principles of surface plasmon resonance, followed by an in-depth 
analysis of SPR applications in understanding plant biological concepts 
and biomolecular interactions.

The Concept of Surface Plasma Resonance
When a beam of light travels from a high refractive medium to a 

low refractive index medium, the incident light gets partly reflected 
or refracted at the interface. However, at a critical angle of incidence, 
the incident light gets reflected completely into the high refractive 
index medium and no refraction is observed across the interface. This 
phenomenon is referred as Total Internal Reflection (TIR) [14]. When 
a thin layer of any suitable conducting material of a defined thickness is 
coated over the TIR interface, then light is not reflected fully. A fraction 
of the reflected incident light instead creates an electromagnetic field, 
called the evanescent wave, which extends about a quarter of wavelength 
beyond the reflecting surface and penetrates the low refractive index 
medium. The evanescent wave is so called because the amplitude of 
the wave decreases exponentially with increase in distance from the 
interface. Within the metal surface, the evanescent wave interacts 
with the delocalized free electrons, leading to induction of wave-like 
oscillation of free electrons (called ‘surface plasmons’). This leads to 
reduction in the intensity of reflected light [15]. Surface plasmons or 
surface plasmon polaritons are thus, longitudinal electromagnetic 
surface waves which propagate within the conductor surface along the 
interface region. For a non-magnetic metal like gold, a highly polarized 
surface plasmon wave is generated, which further creates an enhanced 
evanescent wave, attributing propagating and electromagnetic nature 
to its surface. So, at an angle of incidence, energy of the photons gets 
transferred to the surface plasmons, leading to formation of excited 
surface plasmon wave at the interface [16]. This energy coupling between 
surface plasmon wave on the interface and the incident light produces 
a sharp drop in the reflected light intensity (called surface plasmon 
resonance). Whenever a plasmon is excited, a photon disappears, 
producing a sharp drop in reflected light intensity at that specific angle 
of incidence. The dip in reflected light is due to coupling of incident 
light into the surface plasmons, resulting in maximum absorption of 
the incident light by the gold film. SPR angle (also known as resonance 
angle) is the angle at which maximum loss in the intensity of reflected 
light occurs. SPR angle is strongly dependent on the refractive indices 
of metal film and analyte solution. It is in direct contact with the gold 
layer of the prism, and is measured with a charged couple device (CCD) 
chip. The angle at which minimum reflection occurs, is detected and 
converted to the resonance units [17].

A typical SPR biosensor has three major components: the sensor 
system, the optical system, and the detection system. The sensor system 
consists of the sensor chip made up of gold coating on glass surface to 
achieve TIR condition. The optical system is made up of high efficiency 
near-infrared lasers or light emitting diodes (LEDs), which serve as 
source of light during SPR measurements. A cylindrical lens is used to 
focus a range of incident light on prism. A change in refractive index 
occurring on the sensor surface (caused by interaction of molecules) 
is then detected. The detection system, which can be either charge-
coupled device (CCD) or a position sensing detector (PSD), finally 
detects the changes in the reflected light intensity. For further analysis, 
the position of the resonance absorption peak is then recorded. The 
use of fixed linear arrays of charge-coupled detectors to monitor the 
response, enables measurements at a broad range of angles. 

The sensitivity of SPR depends on the specificity of the biomolecules 
immobilized on the chip, their affinity constants, orientation, packing 
density and concentration. Another critical factor which affects SPR 
measurements is the thickness of metal layer coated over the prism 
surface. When a thick metal layer is used, bulk waves are not efficiently 
converted into surface plasmons. However, using a very thin metal 
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layer allows reconversion of plasmons to bulk waves. SPR analysis can 
be done under continuous-flow or non-flowing conditions. Generally, 
flow cells of small volume are used because they allow minimum 
usage of sample, control the thickness of diffusion layer, increase 
reproducibility in solution mixing, and decrease concentration 
variations in the cell [18].

Several methods are available for monitoring the coupling of light 
wave to the surface plasmons.

Measurement of angle of resonance

It is one of the most commonly used set-up and involves detection 
of changes in reflected light intensity with an alteration in the incident 
angle, thereby recording the angle of incidence (or the resonant angle). 
The angle of resonance can be measured very precisely and is used by 
the SPR system BIACORE (from GE Healthcare, USA).

Measurement of resonant or spectral wavelength

It involves measurement of resonant wavelength at a fixed angle 
of incidence and generating a reflectivity curve. This method is not so 
widely used. 

Detection of phase shift of light

This method uses a reference beam and has maximum sensitivity 
but requires a more complex setup (a series of high frequency circuits) 
than other methods. Both the incident angle and wavelength are fixed 
and phase differences in the reflected and incident light are recorded. 

Measurement of reflected light intensity

In this method changes in refractive index are measured while 
keeping both the angle of incidence and wavelength constant. This set-
up makes it possible to simultaneously follow large numbers of SPR 
spots, thereby increasing sample throughput. 

Sample Immobilization on Chip Surface
For SPR analysis, the ligand biomolecules need to be attached to the 

sensor chip surface. A range of robust and reproducible ‘sensor-chips’ 
are available commercially which can be used with SPR instruments. 
Chips with different densities are available to optimize sensitivity 
and non-specific interactions [19].  Several methods based on surface 
chemistry are available for immobilization of ligand molecules onto the 
chip for different applications. 

Direct or covalent immobilization

It involves covalent attachment of ligand molecules to the sensor 
chip surface using various functional groups (amino, thiol, aldehyde 
or carboxyl) on the ligand. For example, free amine groups present 
in lysine residues or at the N-terminus of the protein allow coupling 
via amine linkage. There are several kinds of surfaces commercially 
available for covalent coupling of proteins. A carboxylated dextran 
matrix is most suitable for covalent immobilization because many 
ligands can be immobilized on it. Immobilization over a carboxylated 
surface must be performed in a buffer where the ligand is positively 
charged. The net charge of carboxy-methylated dextran is negatively 
charged, allowing concentration of ligand on the chip surface and, 
hence, its better immobilization. However, it is difficult to immobilize 
strong negatively charged proteins on a dextran surface. When using 
direct coupling approach, overcrowding, non-specific binding and 
aggregation should be avoided [20].

Indirect coupling using high affinity capture molecule

In this case, the ligand molecule is attached to a suitable molecule 
through non-covalent interactions. This intermediary molecule 
is further covalently immobilized on the sensor surface. Capture 
molecules, such as monoclonal antibodies, avidin-biotin or His tag 
protein- nitrilotriacetate (NTA) interactions, can be used. Streptavidin 
and NTA chips are basically used for conjugation of biotinylated 
protein and His-tagged protein, respectively. NTA surface has the 
inherent problem of leaching of the immobilized ligand, leading to 
dripping base line. Consequently, it is not preferred for kinetic analysis. 

Hydrophobic adsorption

In the HPA sensor chip, long-chain alkane-thiol molecules are 
attached covalently onto the surface, and liposomes or micelles form 
a lipid monolayer on the surface. Additionally, a hybrid lipid bilayer 
format can also be used. This is generally used for investigations on 
transmembrane proteins eg. GPCRs (G-protein coupled receptors).

Chips can often be regenerated by washing off all analyte molecules 
and used again. Typical protein samples are around 1 µg.µl-1, with 
volumes around 20 µl to 100 µl. PBS buffer is a good choice and TRIS 
should be avoided. Binding affinities in the range of 1 µM to 1 nm can 
be detected. 

SPR as an Analytical Tool 
For using SPR as a diagnostic instrument, it is necessary to observe 

a change in the refractive index thereby causing an alteration in angle 
corresponding to a sharp dip in reflected light intensity. The penetration 
of plasmon wave into the low refractive index medium results in a shift 
in the angle of reflected light intensity, which is recorded. The intensity 
of reflected light is measured as a time-dependent function of the 
angle of incidence. SPR is a natural phenomenon which occurs when 
monochromatic plane-polarized light hits an electrically conducting 
metal surface (generally gold) at the interface of two media having 
varied refractive indices [21]. 

In a typical SPR biosensing experiment, one of the interactants 
(usually a protein, termed as ‘ligand’) in the interacting pair is 
immobilized onto a sensor chip surface (usually a gold-coated glass 
slide). The other interacting partner (or the ‘analyte’) is injected in 
the form of an aqueous buffer solution continuously flowing through 
the flow cell over the sensor surface. As the analyte molecules interact 
with the immobilized ligand molecules, the mass change on the sensor 
surface leads to an enhancement in the refractive index at the metal 
layer interface between the sensor surface and solution flowing over 
it, which is measured as a change in the resonance wavelength or SPR 
angle. The refractive index changes are monitored in a time-dependent 
manner (‘real time’) by detecting changes in the reflected light intensity 
using an array of photodiodes or charge-coupled detectors (Figure 1). 
The result is displayed on the instrument as a graph plotted as change in 
response or resonance units (RUs) versus time (‘sensorgram’). A linear 
relationship exists between the change in angle, caused by association 
or dissociation of molecules from the sensor surface, and the mass of 
bound material at the sensor chip surface (Figure 2). At the start of the 
experiment, the RU value corresponds to a starting critical angle 'a'. 
As the number of analyte molecules binding to the ligand molecules 
increases, an increasing response is recorded in the sensorgram [22]. 
The response, however, remains constant after attaining equillibrium. 
At steady state, the value of RU is equal to the changed final critical 
angle 'b'. It is important to first record a background response by 
injecting the analyte in the absence of any ligand molecule. Actual 
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binding response is obtained by subtracting this background response 
form the observed values. One RU corresponds to an angle shift of 
0.0001o upon binding of around 1 pg protein.mm-2. After reaching 
equilibrium, the sample is replaced by buffer solution (or ‘regenerating 
fluid’), which allows dissociation of the interacting partners, and the 
SPR response decreases. The surface can be regenerated back to the 
critical angle 'a' for restarting the experiment. Thus, a real time SPR 
experiment consists of an association phase, an equilibrium phase and 
a dissociation phase. SPR response depends on various factors, such 
as binding affinity, molecular weight of the analyte molecule and the 
number of receptor molecules on the chip. Maximum binding capacity 
of the receptor molecules on the sensor surface for analyte molecules is 
referred as its Rmax [23]. 

The rate and size of change of the SPR signal provides 
information about the apparent association and dissociation rate 
constants and the interaction stoichiometry. The ratio of association 
and dissociation constant gives the apparent equilibrium constant 
(affinity). There is a direct correlation between the immobilized 
mass on the chip surface and SPR signal. Signals can easily be 
acquired from very low quantities (less than a microgram) of the 
mass. It is also possible to study binding events of compounds in 
crude extracts because SPR signal depends only on binding of a 
specific compound on the immobilized template [24].

Limitations of SPR
It is difficult to analyse small molecules through SPR because changes 

in reflected light angle measured by SPR are directly proportional to 
the mass of the analyte. Thus, small molecules generate poor signal 
or weak sensogram. Several commercial SPR-based biosensors use 
carboxy-methylated dextran for immobilizing one of the partners of the 
interacting pair. Proteins with pI ranging from 4.0 to 8.0 can be easily 
immobilized on such a matrix. However, it is difficult to immobilize 
highly acidic proteins. Although different types of immobilization 
are technically feasible, immobilization of molecules that does not 
affect the biological functionality poses problems. The best approach 
to avoid issues related to alteration of functional property owing to 
immobilization, is to use monoclonal antibodies for directional or 
positional immobilization of interacting partners. This alternative 
however poses a technical limitation of development of target-specific 
monoclonal antibodies against either of the interacting partners. SPR-
based biosensors require less sample volume and offer quick results. 
However, every assay requires rigorous standardization which, in 
turn, uses up a considerable amount of precious ligand/ analyte/
receptor. Nevertheless, the analyte needs to be of high purity to offer 
reliable data. Several proteins that have pI of more than 8.0, have non-
specific interactions with dextran matrix due to charge phenomena. 

 

Figure 1: Diagram of the working principle of a SPR-based optical biosensor.

Figure 2: A SPR sensogram depicting different phases in a typical SPR experiment.
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Neutralization of non-specific signals requires incorporation of 
inhibitors or other competitive molecules. This complicates data 
analysis. SPR- based methods are very good for the analysis of 1:1, 1:2, 
rate limiting and heterogeneous ligand bindings. Viscous samples may 
clog flow cells, thereby permanently damaging the component. Drift 
in base line owing to gradual loss of immobilized molecules caused 
by improper immobilization, use of strong regeneration conditions 
or use of unstable molecules, can also occur. SPR-based commercial 
biosensors (Biacore and IAsys) are being increasingly used, but the 
high operation cost of the method and the system make it unaffordable 
to many researchers. Although commercial biosensors are easy to 
operate, but interpretation of binding kinetics is a difficult task [25]. 
Various experimental artifacts, such as mass transport, effects of matrix 
and non-specific binding further complicate the analysis [26,27]. The 
two most important limitations of SPR are 1. Use of metal surface 
as a prerequisite for SPR experiments for excitation of electrons. 2. 
Less sensitivity of low molecular weight molecules. Another potential 
limitation of the SPR technique is that the immobilized protein may 
be inactivated. Also, the interaction is studied close to a surface, thus 
the measured parameters may not reflect those in solution. Another 
problem with SPR is non-specific binding of the analytes to the chip 
matrix. Careful control experiments are needed to exclude binding 
to the surface in the absence of immobilized protein. Often blocking 
agents, such as BSA, gelatin, and casein are added to the buffers as are 
non-ionic detergents, such as Tween and Triton, to reduce non-specific 
binding. Ionic strength and pH can also have strong influence in non-
specific binding and are often varied while optimizing experimental 
conditions.

SPR for Bio-molecular Interaction Analysis
SPR has now become the method of choice for investigating 

the dynamics of biological and chemical interactions. It offers 
several advantages for the verification and analysis of biomolecular 
interactions. The success of SPR application in analyzing biomolecular 
interactions can be attributed to the following factors:

• Requirement of very small amounts of sample (mg or sub-mg 
may suffice)

• Provision for pre-equilibrium kinetic data 

• Availability of information on binding affinities and rates of 
association and dissociation

• Highly sensitive response 

• Rapid and high throughput analysis

• Feasibility of identification of binding events with label-free 
molecules (without using any fluorescent or labelling interactants)

• Real-time kinetic measurements

• High spatial resolution

• Identification of specific vs. non-specific adsorption processes 

• Anti-interference capability

• No pretreatment of samples required

Applications of SPR Technique in Plant Biology
Protein-carbohydrate interactions

Various biological processes, such as cell-cell recognition, signaling 
(receptor−ligand interactions) and catalysis, are dependent on protein-

carbohydrate interactions. Despite their significance in the myriad of 
biological systems, these interactions have, so far, remained relatively 
unexplored. SPR facilitates an easy, real-time monitoring of kinetics 
of the protein-carbohydrate interaction [28]. Sugar-binding proteins 
(lectins) bind to cell walls or membranes. Lectin-carbohydrate 
interactions might influence the physiology of the cell wall and affect 
cell metabolism [29].  Lectins can also stimulate immune system and 
can be used as cell markers for diagnostic purposes, thus making them 
an interesting group of biomolecules for investigations. SPR technique 
has been exploited for qualitative and quantitative estimation of the 
interaction between an oligosccharide and various lectins [30]. A 
glycopeptide derived from asialofetuin (a glycoprotein containing 
three asparagine-linked triantennary complex carbohydrate chains 
with  N-acetylgalactosamine residues at termini) was immobilized 
on the SPR chip, and binding specificity and affinity of six lectins 
[from Sambucus sieboldiana, Maackia amurensis, Aleuria uuruntia, 
Ricinus communis (RCA120), Datura stramonium (DSA) and Phaseolus 
vulgaris] was monitored. The relative binding molar ratio of lectins to 
the glycopeptide has suggested the possible number of binding sites 
available for the respective interaction, thus providing information 
about the constituents of sugar chains. Two lectins with binding 
specificity for sialic acid epitopes Neu5Ac(α2-6)Gal and Neu5Ac(α2-3)
Gal from Sambucus nigra and Maackia amurensis, respectively, were 
analyzed using SPR to characterize the specificity of lectins [31]. 
The presence of an endogenous lectin receptor in different soluble 
protein fractions (albumins, globulins and basic glutelines) obtained 
from the seeds of Cratylia floribunda, has also been examined using 
SPR. The sensor chip was covalently coated with CFL lectin (Cratylia 
floribunda lectin) through a carboxymethyl dextran layer and real-time 
kinetic analysis was carried out for the binding of protein fractions. 
The analysis revealed in determining that the CFL lectin interacts with 
soluble endogenous glycosylated receptor through its carbohydrate-
binding site [32]. The glycan-binding specificities of structurally closely 
related mannose/glucose-specific lectins from the sub-tribe Diocleinae 
were also distinguished using SPR tool. It was, thus, established that 
despite very similar amino acid sequences and monomeric structures, 
the structure-function relationship of these lectins depends on the 
quaternary arrangement of monomers [33]. 

To overcome the hurdle of relative insensitivity of SPR to detect 
low-molecular mass analytes like carbohydrates, a new modification 
of labeling carbohydrates with an organoplatinum (II) complex 
of the type [PtCl-(NCN-R)] has been devised [34]. This labeling 
significantly enhances the signal without influencing the specificity 
of the biological interaction, though it does pose a limitation on the 
calculation of kinetic parameters using SPR. Novel and chemically 
synthesized carbohydrate-based ligands for developing potential ricin 
(bioterrorism agent) sensors has also been investigated [35].  Non-
natural 6-substituted galactose derivatives have been assessed for the 
ligand specificity of plant lectin RCA120 (Ricinus communis aglutinin 
120) using SPR imaging (SPRi) of glycoarrays. The analysis has 
revealed that these novel galactosides are biologically and chemically 
more robust than natural glycans counterparts and hence can be 
used as novel ligands for fast and sensitive detection of ricin. Due 
to its additional advantages, like lower cost and flexibility, localized 
surface plasmon resonance (LSPR) has found increasing number of 
applications over SPR. For LSPR, the nanostructured metal surface 
of the transducer is immobilized with a receptor layer and local 
changes in the refractive index in response to binding of the biological 
analyte are monitored as variations in the optical response.  PEG-thiol 
modified mannose was derivatized on Au island transducers and LSPR 
analysis was carried out to monitor, quantify, image and assess the 
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selectivity of mannose-Con A (lectin Concavalin A from Canavalia 
ensiformis) interactions [36]. Also for further sensitive detection of 
ConA, an array with double-layer dextran capped silver nanoparticles 
(Ag NP) was constructed. This modification improved the limitation of 
quantification of ConA from 3.42 (in single-layer Ag NP) to ~1.14 µg/
ml [37]. An SPR-system wherein mannose and galactose carbohydrate 
arrays were immobilized on gold film to monitor the binding of lectins 
jacalin and concavalin-A, was developed [38]. Thus, SPR detection 
helps in analyzing the specificity, affinity and stoichiometry of varied 
lectin-based interactions and provides an insight into the fundamental 
mechanisms of molecular recognition. 

Protein- chaperone interactions

Several techniques have been used to monitor the binding of 
molecular chaperones with unfolded proteins to facilitate proper 
folding, but very few investigations have been undertaken to examine 
the relative binding affinities of such protein-chaperone interactions. 
Hydrogen–deuterium exchange  (H/D exchange) and NMR-based 
methods, fluorescence spectroscopy, back-scattering and surface 
plasmon resonance, are some of the techniques involved in analysing 
binding affinities of chaperones [39]. The binding affinity analysis 
using SPR sheds light on the underlying molecular mechanisms 
associated with varied cellular and biomolecular interactions involving 
chaperones. It also helps in understanding the structure-activity 
relationships and the analysis of the kinetic and thermodynamic 
parameters for the respective interactions. Furthermore, the driving 
force of these interactions can also be investigated using variable 
temperatures during the analysis [40]. SPR analysis has shown an 
interesting interaction between the replicase protein (p93) of cucumber 
necrosis tombusvirus (CNV) with the host protein (Hsp 70, a 
molecular chaperone), thus revealing the potential role of Hsp90 in the 
assembly of viral replicase [41]. Modulation of the activity of histone 
acetyltransferases (HATs) and histone deacetylases (HDACs) can cause 
severe diseases, ranging from cancer to neurodegenerative disorders. 
Hence, numerous investigations have been done to discover HDAC 
inhibitors and enhancers. The effects of several polyisoprenylated 
benzophenone derivatives (PBDs, isolated from natural sources) on 
HAT activity was examined by SPR analysis. It led to the discovery of 
guttiferone A, guttiferone E, clusianone and nemorosome, which can 
be promising therapeutic agents [40]. The tetranortriterpenes from 
the root extracts of Pseudricedrela kotschyi and Trichilia emetica were 
analyzed for their binding affinity for the chaperone Hsp90. SPR data 
revealed the strong binding of two phragmalin limonoids, of which 
kotschyin D inhibited Hsp 90 activity and induced degradation of its 
client proteins [42]. SPR analysis from a small library of compounds 
(including plant polyphenols, like tanins, flavonoids and coumarins) 
showed ellagitannin geraniin as one of the most potent inhibitor 
of Hsp90. It was observed that geraniin, the main polyphenolic 
compound in Geranium thunbergii, shows a dose-dependent 
inhibitory effect on the ATPase activity of Hsp 90α [43]. The potential 
supporting function of Hsp70.1 or any other Hsp90 isoform during 
protein sorting was also investigated [44]. This was done by analysing 
their preferential binding with organelle-specific, tetratricopeptide 
repeat (TPR) domain-containing docking proteins (Toc64, OM64 
and AtTPR7) localized on the outer envelope of chloroplasts, outer 
membrane of mitochondria and ER membrane, respectively. Through 
SPR analysis of binding affinities for docking protein-chaperone 
interactions, differential binding preferences were found. Thus, OM64 
preferentially binds to Hsp70.1, and Toc64 and AtTPR7 bind to both 
Hsp70.1 and Hsp90 isoforms. AtTPR7 showed reduced binding with 
Hsp90.1, thereby, proving significance of SPR as a powerful tool to 

distinguish individual binding constants. Investigations were carried 
out on 2-Cys-Peroxidoxins (2-Cys-Prxs, thiol-based peroxidases) from 
the cyanobacterium- Anabaena, to understand their role in oxidative 
stress tolerance [45]. NADPH-dependent thioredoxin reductase 
(NTRC) was found to be the possible physiological reductant for the 
peroxidase activity of Alr4641 through SPR analysis. Combinatorial 
approach of spectroscopic ellipsometry and SPR, known as total 
internal reflection ellipsometry (TIRE), was used to analyze the 
binding behavior and affinities of plant plastidial chaperone receptor- 
OEP61 (outer envelope protein of 61 kDa) towards other chaperones. 
The golden surface of the chip was immobilized with OEP61 via an 
intermediate layer of polycations, and TIRE analysis was carried out. 
This investigation revealed binding capacity of OEP61 towards Hsp70 
and its ability to differentially bind quite similar Hsp70 isoforms 
[46]. Various applications summarized above indicate that SPR data 
obtained from a wide myriad of research investigations involving 
molecular chaperones can be applied for drug designing, diagnostics, 
therapeutics and discovering novel biomolecular interactions.

Diagnosis of plant viruses

SPR provides a unique technology for investigations in areas 
like plant virology, characterization of novel disease biomarkers and 
development of drug-delivering nanoparticles [47]. Various features 
of SPR technology have helped in deciphering appropriate antibodies 
for research and diagnostic purposes, and can be extremely helpful in 
precise disease diagnostics and therapeutics of different plant viruses. 
Numerous techniques are available for detecting and quantification of 
virus-specific proteins and nucleic acids like, PCR or RT-PCR, REA, 
ELISA, which are effective but are also time-consuming and require 
specific sample preparation [47]. Only a few methods can detect intact 
viral particles, which indicate the beginning of infection process and 
can depict the intensity of infection by quantitative determination [48]. 
Enzyme-linked immunosorbent assay (ELISA), the most commonly 
employed technique for detecting intact viruses, poses the major 
constraint of providing no information on the kinetic parameters of 
the reaction [48]. In recent years, some non-destructive techniques 
like quartz microweighing [49-51], bioelectric recognition [52], 
atomic force microscopy [53] and interferometry [54], have been 
employed frequently for detection of viral interactions. Optoelectronic 
transducers, like surface plasmon resonance (SPR)-based biosensors, 
have been successfully used in the recent past for analyzing higher 
order biological entities like viruses and bacteria. However, relatively 
only a few SPR analyses pertaining to viruses of plant origin are 
available [55]. Apart from its benefits like rapidity and high sensitivity, 
SPR technique provides an edge over other techniques due to a real-
time mode of detection of intermolecular interactions, their kinetic and 
thermodynamic evaluation and also evaluation of epitope interference 
[47,48,55]. 

Highly sensitive nature of SPR technology has been exemplified by 
showing the feasibility of detecting minute differences in the binding 
affinities of two recombinant Fabs (antigen-binding fragments), 57P and 
174P (difference of 15 amino acids in their variable region) with peptide 
corresponding to the residues 134-146 of the coat protein of tobacco 
mosaic virus [56]. Diagnosis of intact tobacco mosaic virus (TMV) 
through detection and quantitative estimation of antigen and antibody 
(IgG) complexes using the SPR approach has been demonstrated [48]. 
An antiviral IgG-TMV complex was prepared during a pre-incubation 
step, and then specific binding between the complex and a protein A 
(IgG-specific) immobilized on a sensor substrate was detected using 
SPR. The applicability of SPR was also demonstrated to analyze the 
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serological variability of Lettuce mosaic virus (LMV) using monoclonal 
antibodies (mABs) [57]. It was found that LMV particles contain at 
least five independent recognition/binding regions, which coorelate 
with seven mABs reactivity groups used during the investigation. 
Mutation-prone nature of viruses poses limitations on the use of 
antibodies for SPR technique. For SPR technique, aptamers provide 
varied advantages over antibodies, like easy in vitro selection, chemical 
stability, and well controlled chemical modifications. SPR imaging 
has been used for specific detection of two close homologues of apple 
stem pitting virus (ASPV) coat proteins (PSA-H and MT32, with 81% 
identical amino acid sequence) using original DNA aptamers [58]. SPR 
analysis has been used to examine interactions of Potato virus Y (PVY) 
virus with antibodies, quantification of their interactions, detection 
of overlap of epitopes being targeted by monoclonal antibodies and 
evaluation of the inherent serological variability of the PVY. This 
approach can also help in detecting possible PVY interactions with 
other proteins from the host plant [55]. SPR-based biosensors can also 
be used to explore various aspects of viral binding to functionalized 
surfaces and to discover an anti-viral drug [47]. 

Detection of phytohormones and understanding their meta-
bolic pathways and signaling

Phytohormones are small molecules which play important roles 
in regulating and controlling various stages of plant growth and 
development. Various traditional methods, such as immunological 
assays, genetic analysis using mutants and mass spectrometric 
detection, have been used in the past to provide an insight into the 
complex hormone signaling pathways in plants. These conventional 
biochemical and genetic approaches are, however, time-consuming 
and not very sensitive, thereby necessitating the development of 
high-throughput sensitive techniques. In recent years, SPR has 
become increasingly popular in the field of phytohormone study. SPR 
technology has been used understand the hormone metabolic pathways 
and their signal transduction.

Salicylic acid (SA): It is an important plant hormone which plays 
a crucial role in regulating various developmental processes in plants, 
such as disease resistance [59]. A key role of SA in systemic acquired 
resistance (SAR) has also been shown in plants [60,61]. Identification 
of several SA-binding proteins (SABPs) has provided an insight into 
the SA-mediated signaling. However, many aspects of the mechanism 
of action of SA are yet to be investigated. It is important to isolate 
additional SABPs to elucidate the mechanism of SA-mediated diverse 
effects in plants. Various genetic and biochemical approaches have 
been used to isolate and validate SA-binding proteins in Arabidopsis 
[62-65]. Using SA analogs in conjunction with surface plasmon 
resonance (SPR) based approach, several new SABP candidates 
have been identified in Arabidopsis, including the α-ketoglutarate 
dehydrogenase E2 subunit (KGDHE2), and glutathione S-transferases 
[66], the oligopeptidases TOP2 and TOP1 [67], and several members 
of GAPDH protein family [68]. This SPR-based approach utilizes a SA 
analog, 3-aminoethyl salicylic acid (3-AESA), which acts as a ligand 
and is immobilized onto the CM5 sensor chip via an amide bond. The 
solution containing the protein to be tested (analyte) is then allowed 
to flow over the sensor surface to detect SA-binding proteins. Thus, 
SPR has proved to be a more sensitive and effective tool for evaluation 
and validation of SABPs which cannot be detected by conventional 
methods due to their weak or transient interaction with SA [66,69].

Abscisic acid (ABA): It is a sesquiterpene plant hormone involved 
in various developmental and biochemical processes in plants [70]. 
Despite rapid progress in elucidating the molecular details of ABA 

signaling, knowledge about ABA receptors in plants is limited. Several 
indirect evidences have suggested the presence of multiple ABA 
receptors but none of these have been characterized [71,72]. SPR 
technology has been utilized to demonstrate functional and biochemical 
interactions of the monoclonal antibody JIM19 with plasma membrane 
and protoplasts of rice [73]. In protoplasts from barley aeurone layer, 
JIM19 has been shown to regulate ABA responses [74]. In the SPR 
experiment, JIM19 was covalently bound to the CM5 biosensor chip by 
amine coupling and a non-saturating solution of plasma membranes 
could flow over the chip to characterize the binding of PM epitopes 
to JIM19 [75]. JIM19 was shown to bind to glycoproteins in rice 
plasma membrane and this interaction between JIM19 and rice plasma 
membrane was shown to be antagonized by ABA but not by phaseic 
acid (structurally like ABA but biologically inactive) [73].

Gibberellins (GAs): It constitutes a group of tetracyclic diterpenoid 
phytohormones which control key aspects of plant development. SPR 
biosensors have been used to investigate GA perception and signaling 
mechanisms. The interaction of two DELLA proteins (SLR14–125 
and RGL11–137 from rice and Arabidopsis, respectively) with the 
GA receptor (GID1), with or without bioactive gibberellins (GAs), 
has been demonstrated using SPR [76,77]. These investigations 
have provided evidence for GA-dependent and GA-independent 
interactions of GA receptor (GID) with DELLA proteins. N-terminal 
fragments of SLR1 (SLR14–125) and RGL1 (RGL11–137), fused with 
glutathione S-transferase (GST) and maltose-binding protein (MBP) 
tags, respectively, were produced and purified from E. coli. These were 
used as ligands immobilized using anti-MBP and anti-GST antibodies 
on the sensor surface while GID1 was used as analyte [77,78]. With 
these analyses, investigators were able to determine the open and closed 
state of GID for their binding affinity for DELLA proteins. However, 
SPR has not yet been employed for quantification of bioactive GAs. 
SPR was utilized to detect and quantify bioactive GAs in solution 
[79]. The specific binding property of GA and GA receptors enables 
detection of GAs using SPR. It is difficult to immobilize GA as ligand 
on the chip surface because GA might then lose its ability to bind to 
GA receptors. Since GAs are low-molecular-weight biomolecules (346 
Da), it is difficult to directly use them as analyte molecules. Genetic 
and mutant analyses have shown that GA receptors (GID1) interact 
with DELLA proteins depending on GA concentration [80,81]. Thus, 
DELLA proteins can serve as potential ligand candidates for analysis 
of GA using SPR. DELLA proteins negatively regulate GA responses 
in plants [82,83]. To understand the interaction between GA receptor 
(GID1) and DELLA protein, biotin-labelled DELLA peptides were 
immobilized on the chip surface while AtGID1a with or without GAs 
was used as analyte molecule. GA4 was shown to have highest bioactive 
ability to enhance binding between DELLA and GID1 (Figure 3) [79].

Auxins: These are important endogenous plant hormones 
involved in cell growth and division. Various methods are employed 
for detection and estimation of auxin, including HPLC, ELISA, GC-
MS etc. An SPR-based detection method developed for identification 
of Indole-3-acetic acid (IAA) in plant tissues in real time manner used 
a combination of SPR sensing and a molecularly imprinted monolayer 
(MIM) [84]. This SPR detection method is precise and shows good 
recoveries and can also differentiate between similar molecules, such as 
IAA, 1H-indole-3-butyric acid (IBA) and kinetin (KT), with a detection 
limit around sub-picomolar range [84]. SPR has also been used to show 
interactions between monoclonal antibodies (such as scFV12) and 
recombinant auxin binding protein in Nicotiana tabacum (NtABP1), 
by immobilizing biotinylated NtABP1 onto CM dextran by amino 
linkage and using purified scFV12 and Fab12 as analytes [85].
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Jasmonic acid (JA): It is an important plant defense hormone 
which mediates its effects through a multiprotein complex containing 
F-box protein Coronatine Insensitive-1 (COI1) [86]. This complex 
interacts with the jasmonate ZIM (JAZ1)-domain proteins and 
targets them for ubiquitin-mediated degradation by 26S proteasome 
[87]. Possible interaction analysis between COI1, JA and JAZ1 was 
investigated using SPR. Purified JAZ1-His protein was immobilized 
onto the sensor surface and a positive SPR signal was obtained only 
when COI1 pre-incubated with JA-Ile or coronatine was injected as 
analyte solution. However, no signal was observed when COI1 or JA-
Ile was injected alone. This indicates that a significant interaction exists 
between COI1 bound to JA-Ile or COR and JAZ1 domain [88]. Thus, it 
was shown using SPR that COI1 acts as a JA receptor (Figure 4).

Protein-protein interactions

Protein-protein interactions are important for regulation of 
cellular processes, such as signal transduction events, metabolic 
pathways, cell cycle, cell death coordination and so on. SPR provides 
excellent information on protein-protein interactions, including their 
quantification, binding kinetics, interaction affinity and selectivity, 
and equilibrium studies. It also serves as an important technique 
for investigations on the effect of substitution of amino acids on the 
binding properties of proteins and to characterize interaction kinetics 
between proteins and antigen-antibody.

During replication, the replicase complex in plus-stranded RNA 
viruses is assembled because of protein-RNA and protein-protein 

interactions and among the viral RNA, and host- and viral- proteins 
[89-91]. Various studies have been carried out to identify these 
protein-RNA and protein-protein interactions. The dynamics of 
interaction between replicase proteins in tomato bushy stunt virus 
(p33 and p92) has been analysed using SPR technique. It has already 
been shown that these replication proteins interact both in vitro and 
in vivo [92]. To analyse the interaction kinetics of these replicase 
proteins, recombinant fusion protein p33 was immobilized on sensor 
chip using amine coupling while the analyte solution containing the 
test protein (p33 or p92) was injected. The binding of C-terminal of 
p33 with S1 domain is stronger as compared to that with S2 domain 
and S1 is the major contributor of these interactions [92]. SPR has also 
been used to study the interaction between pectin methyesterase and its 
inhibitor in kiwi fruit. The effect of pH and ionic strength was studied 
by immobilizing the enzyme on sensor surface via amine coupling and 
it was found that binding of PME with its inhibitor is associated with 
inactivation of PME [93].

SPR has been used to understand the regulation of enzyme-
enzyme interactions in Arabidopsis during cysteine biosynthesis in 
mitochondria. Serine acetyltransferase (SAT) and O-acetylserine 
(thiol)-lyase (OAS-TL) are the two important enzymes involved 
in cysteine biosynthesis [94]. It was first shown in Salmonella that 
one tetramer of SAT and two dimers of OAS-TL interact to form 
a heterooligomeric cysteine synthase complex [95,96]. Real time 
interaction kinetics of this multimeric enzyme complex was analysed 
using SPR with respect to the reaction intermediate O-acetylserine and 
quantitative paramaters, such as equilibrium rate and association and 
dissociation constants were determined [97].

Figure 3: A-Simplified signal transduction pathway of GA-mediated responses. 
B-Principle of SPR-based functional analysis of bioactive GA detection [79].

Figure 4: A-Simplified signal transduction pathway of JA-mediated responses. 
B-SPR analysis to determine possible interactions between COI1 (F-box protein), 
JA-Ile and JAZ1 [88].
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An SPR strategy to characterize and localize interactions between 
photosystem II (PSII) and its putative, transiently bound interaction 
partners has also been developed [98]. The binding site of CyanoP, a 
cyanobacterial homolog of higher plant PsbP (an extrinsic PSII protein), 
was determined using SPR and it was found to be precisely localized at 
the same position as PsbO i.e., in the centre of PSII [98]. SPR has also 
been employed for characterizing biomolecular interactions between 
protein disulphide isomerase (an oxidoreductase enzyme belonging 
to the thioredoxin superfamily) from Oldenlandia affinis (OaPDI) 
and cyclotide precursor protein kalata (Oak1) [99]. Protein disulphide 
isomerase functions as an endoplasmic reticulum (ER) chaperone and 
is involved in oxidative folding of polypeptides in ER. Cyclotides are 
small disulphide rich peptides approximately 30 amino acids in length 
and have a cyclic backbone. They have a unique hydrophobic patch 
exposed on the surface and thereby require special conditions for 
their formation. The exact mechanism of biosynthesis and folding of 
cyclotides is not known. The role of PDI from Oldenlandia affinis was 
examined in oxidative folding of cyclotide kalata B1 using SPR [99]. 

Protein-nucleic acid interactions
Protein-DNA interactions are important for accessing the genetic 

information stored in DNA within the cell. Numerous conventional 
methods have been used to analyse the complex network of these 
interactions. SPR allows robust analysis of protein-DNA interactions 
wherein one biomolecule is attached on the sensor chip while the other 
interacting partner can flow over the chip surface. SPR was first used to 
characterize protein-DNA interactions to show lactose repressor and 
operator interaction [100].

This technique has been employed for analyzing the binding 
of transcription factors (proteins) to target sites on DNA. Earlier 
investigations were confined only to short DNA segments. However, 
it was later shown that SPR can be used to characterize DNA-protein 
interactions using entire gene promoters [101]. Interaction analysis 
between LEAFY (LFY, a transcription factor from Arabidopsis) and two 
promoters (APETELA1 and APETELA2) was done using SPR wherein 
biotinylated AP1 and AP2 were immobilized in separate channels on 
streptividin-coated SPR chips and different concentrations of LEAFY 
protein were injected in the analyte solution. This novel application of 
SPR to characterize interactions between proteins and long segments of 
DNA has both quantitative as well as qualitative benefits. SPR can also 
be used for quantitative characterization of interactions between the 
gene promoters and transcription factors.

SPR has been employed to analyse the binding between viral 
proteins and single-stranded DNA. VirE1 and VirE2 are bacterial 
proteins secreted into the host cell during infection by Agrobacterium 
tumefaciens. VirE2 binds to the single-stranded transfer DNA 
(T-DNA) during genetic transformation of host plants and protects it 
from cytoplasmic nucleases, thereby mediating its secure transport to 
the nucleus. VirE1 is a small, acidic chaperone which is responsible for 
maintaining VirE2 in its soluble form as a heterodimer by preventing its 
oligomerization. In order to understand the mechanism of infection of 
Agrobacterium, it is important to investigate the binding of VirE2 and 
T-DNA since these are the two most essential components in infection. 
Real time binding kinetic analysis of viral proteins (VirE1 and VirE2) 
and ssDNA using SPR has shown that binding is strongly influenced 
by substrate and it occurs at poly T sequences and not at polyA and 
dsDNA. Short segments of ssDNA of length comparable to protein-
binding footprint were immobilized on sensor surface and it was found 
that both VirE2 and VirE1-VirE2 complex bind to this immobilized 
ssDNA. The VirE2-ssDNA interaction was shown to be electrostatic in 
nature since it dissociated at high salt concentrations [102]. 

Succinic semialdehyde dehydrogenase (SSADH) is an enzyme 
located in the mitochondria and is involved in γ-aminobutyric acid 
(GABA) shunt. Recombinant SSADH1 from Arabidopsis has been 
shown to function as a homotetramer and is inhibited by NADH 
and adenine nucleotides [103]. SPR has been employed for detection 
of enzyme-nucleotide interaction by immobilizing the enzyme 
(AtSSADH1) on the CM5 chip by amine coupling and further 
monitoring nucleotide binding. NAD+ and ATP binding to AtSSADH1 
were assessed by SPR and it was found that ATP and NAD+ have 
different binding sites. GTP was shown to bind competitively to the 
ATP binding site [104]. MsRac1 and MsRac4 isolated from Medicago 
sativa belong to the class of GTP-binding Rho proteins in plants. All 
GTP-binding Rho proteins share common conserved regions. The 
GTP-binding property of MsRac1 and MsRac4 has been shown using 
SPR. The interaction between GTP and G-protein was confirmed and 
the inhibitory effects of EDTA, GTP, and Mg2+ on GTP binding were 
characterized [105].

SPR and secondary metabolites and xenobiotics

SPR is used extensively to monitor environmental contaminants, 
drugs and biomolecules [106]. A system comprising of the photosynthetic 
reaction center (RC) from the purple bacterium, Rhodobacter 
sphaeroides, and SPR was developed for the detection of atrazine, a 
triazine herbicide which inhibits photosynthetic electron transfer. The 
SPR sensor chip was immobilized with heavy-subunit-histidine-tagged 
RCs (HHisRCs) by nickel chelation. This immobilization has facilitated 
in the detection of atrazine and can thus be employed for identification 
of various photosynthetic inhibitors [107]. To overcome the handling 
of unstable nature of natural receptor molecules during SPR analysis, 
artificial receptors have been developed. Molecularly imprinted 
polymers (MIPs) which are extensively crosslinked polymers, consist of 
specific recognition sites for target analytes. MIPs offer varied benefits, 
like insolubility in water and most organic solvents, long-term stability 
and chemical inertness. Ametryn, a triazine herbicide, is regarded 
as ubiquitous environmental pollutant. Its detection in the soybean 
and rice was carried out by coupling MIPs with atom transfer radical 
polymerization (ATRP) [106]. A self-assembled terminated aminothiol 
monolayer on a gold chip was coupled with the initiator 2-bromo-2-
methylpropionyl bromide, followed by grafting of MIP film by the 
surface-initiated way. SPR spectroscopy analysis demonstrated that the 
imprinted sensing film exhibited higher selectivity for ametryn than 
the non-imprinted film. 

Organophosphorus pesticides (OPPs) are widely used for the 
control of pests but are fatal for humans and animals. SPR combined 
with MIP film is a promising method for detection of OPPs, like 
acephate. Good recoveries and precision were demonstrated using this 
method for the samples of cole and apple spiked with acephate solution 
[108]. On a gold surface coated with a monolayer of carboxyl terminated 
alkanethiol, a photoinitiator was bound covalently. Thereafter, an 
ultrathin MIP film was prepared on an SPR sensor chip using surface 
initiated radical polymerization and directly characterized by FT-SPR 
measurements. This demonstrated impressive selectivity for acephate. 
Similarly, profenofos, another OPP, was detected in tap water using a 
highly sensitive, selective and stable SPR sensor chip using molecularly 
imprinted thin film as the recognition element [109]. 

Recently, a biosensor with higher sensitivity, selectivity and stability 
has been designed using magnetic molecularly imprinted polymers to 
amplify SPR response. This system was designed by self-polymerization 
of dopamine on the Fe3O4 nanoparticles (NPs), leading to the detection 
of chorpyrifos (a pesticide) up to a limit of 0.76 nm using SPR. Thus, 
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this magnetic imprinted Fe3O4@polydopamine nanoparticles (Fe3O4@
PDA NP) can serve as an attractive recognition element for detection 
of pesticide residuals and other environmental contaminants using 
SPR sensors [110].

SPR provides quick toxin detection and offers considerable 
advantages over other biophysical approaches. SPR assays have been 
devised to identify toxins with detection limits down to a femtomolar 
range. Ricin is a toxic protein present in the seeds of the castor bean 
plant (Riccinus communis). Ricin cleaves the glycosidic bond between 
adenine residue and sugar at a specific position on 28S ribosomal 
RNA, thereby inactivating the ribosome. Ricin was detected by SPR 
at a concentration about 2,500 times less than the minimum lethal 
dose of 200 ng.ml-1. SPR sensor surface was prepared with an antibody 
fragment specific for the biological toxin ricin [111]. Similarly, two 
antibodies (7G12 and TFTA), with strong affinity to ricin variants, 
were identified to recognize both horticultural and commercial ricin 
variants' extracts from different Ricinus communis cultivars. In the SPR 
system, antibody 7G12 was used as the capture ligand and ricin was 
detected with a limit of detection of 0.5 ng.ml-1 [112]. Since ricin binds 
cell-surface oligosaccharides, synthetic analogues of β-lactosyl- and 
β-D-galactosyl ceramides were used as the ligands and SPR analysis 
was used for detection in a highly sensitive manner (10 pg.ml-1, 5 min) 
[113]. A multi-analyte SPR instrument has been developed which 
demonstrated ricin A detection among five distinct analytes. In this 
system, samples flow over the surfaces of eight sensor chips, each 
with 3 sensing regions, thus a total of 24 areas of detection that can be 
concomitantly monitored by SPR [114]. Localized SPR and synthetic 
glycosyl cermaides (β-lactoside) attached to gold nanoparticles (20 

nm) were used to detect ricin at 30 ng.ml-1 [115]. Bioconjugates of 
single domain antibodies (sdAb) derived from llama, thermonstable 
recognition elements that can be manipulated using standard DNA 
methods, with robust quantum dots (QDs), were also applied in SPR 
immunoassays along with dihydrolipoic acid (DHLA) ligand for detection 
of ricin. The DHLA-QD-sdAb conjugates, when used as reporter elements 
in SPR sandwich assays, lead to ~10 fold signal enhancement over sdAb 
reporters for detection of ricin (Figure 5) [116].

A highly potent and fatal toxin from Abrus precatorius, abrin, 
which inactivates type II ribosome, was detected to the limit of 35 and 
75 ng.ml-1 using E12 and RF12, two human monoclonal antibodies, 
capable of binding to native abrin. SPR studies have helped in 
determining the association and dissociation rate constants and cross-
reactivity for both antibodies [117]. 

An effective way to assess the status of plant growth and control 
pests and diseases is by terpene vapors detection, as they act as 
biomarkers during plant growth. Detection of terpene vapors was 
carried out using a gas sensor based on the localized SPR (LSPR) of 
sputtered gold nanoparticles. On exposure to terpene vapors, a decline 
in transmittance and redshift in wavelength was detected. Further, gold 
NPs with the ring-structured thiolate-capping showed a high LSPR 
response to terpene vapors [118].

Thus, SPR biosensors provide a sensitive, selective and efficient 
method for environmental monitoring applications and assessing 
volatile organic compounds like terpenes.

Other applications

Surface plasmon resonance imaging has been used to visualise the 
dynamics of cell-substratum interactions and deposition of extracellular 
proteins using live cells [119,120]. High resolution SPR imaging using 
high numerical aperture objective lens has been demonstrated as a 
novel approach to visualise subcellular structures in proximity to cell 
surface such as nucleus, focal adhesions and cellular secretions [13]. 
Thus SPR has provided means to quantify interactions of cells with 
their extracellular matrix (ECM).

An SPR system to identify bacterium-bacteriophage interactions 
was developed [121]. Somatic coliphages are a type of bacteriophages 
which are known to be indicators of fecal contamination in water. 
These bacteriophages were detected in wastewater using host E. coli 
which was immobilized on sensor chip gold surface via avidin-biotin 
interaction. The binding of bacteriophage to the bacterium resulted 
in change in mass density over the chip surface thereby producing a 
positive SPR signal [121]. SPR biosensors have been also applied for 
detection of genetically modified organisms (GMOs). This detection 
method is based on the hybridization of an ssDNA probe attached on 
the sensor chip and its target oligonucleotides in the analyte solution. 
The immobilized probe sequences are specific for NOS terminator and 
35S promoter sequences which are characteristic of GMOs [122]. 

Major findings leading to better understanding of plant 
development and related processes using SPR technique have been 
summarized in Table 1 presented below.

Perspectives, Discussion and Conclusion
Surface plasmon resonance technique offers tremendous scope 

for plant biology research. It can be used to visualize the dynamics of 
cell-substratum interactions and deposition of extracellular proteins 
using live cells. High resolution SPR imaging using high numerical 
aperture objective lens can be used as a novel approach to visualize 

Figure 5: Various ways for detection of ricin (a toxic plant protein) by SPRR using 
different ligands on the biosensor chip [111,115,116].
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Advancements References
I. Lectin-carbohydrate interactions

[30]

[32]

[35]
[37]

• Examining the relative binding molar ratios of six lectins from Sambucus sieboldiana, Maackia amurensis, Aleuria uuruntia, Ricinus 
communis (RCA120), Datura stramonium (DSA) and Phaseolus vulgaris.
• Detection of lectin receptor in different soluble fractions (albumins, globulins and basic glutelins) from the seeds of Cratylia 
floribunda
• Developing potential ricin (bioterrorism agent) sensors using unnatural carbohydrates (6-substituted galactose derivatives)
• Improving the limitation of Concavalin A detection using dextran capped silver nanoparticles
II. Protein-chaperone interactions
• Revealing the potential role of Hsp 90 (molecular chaperone) in the assembly of viral replicase protein (p93) of cucumber necrosis 
tombusvirus (CNV).
• Discovery of therapeutic agents (guttiferone A, guttiferone E, clusianone and nemorosome) which can modulate the ability of 
histone acetyltransferase (HATs), which cause severe diseases ranging from cancer to neuro-degenerative disorders.
• Discovery of kotschyin D (a tetranortriterpene from the root extracts of Pseudricedrela kotschyi and Trichilia emetica) as an 
inhibitor of Hsp 90 (heat shock protein 90).
• Discovery of ellagtannin geraniin (a polyphenol found in Geranium thunbergii) as a potent inhibitor of Hsp 90 tetratricopeptide 
repeat (TPR) domain-containing docking proteins (Toc64 in the outer envelope of chloroplasts, OM64 in the outer membrane of 
mitochondria and AtTPR7 in the ER membrane).
• Discovery of the reductant action of NADPH-dependent thioredoxin reductase (NTRC) on 2-Cys-peroxiredoxins from Anabaena.
• Analysis of the binding affinity of OEP61 (outer envelope protein of 61 kDa) towards Hsp 70.

[40]

[41]

[42]

[43]

[44]
[45]
[46]

III. Diagnosis of plant viruses
• Detection of minute differences in the binding affinities of two recombinant Fabs (antigen-binding fragments), 57P and 174P, with 
peptide corresponding to 134-146 residues of the coat protein of tobacco mosaic virus.
• Detection and quantitative estimation of binding TMV and antiviral IgG (protein-A) immobilized on a sensor.
• Analysis of serological variability of Lettuce mosaic virus (LMV) using monoclonal antibodies.
• Detection of two closely homologous apple stem pitting virus coat proteins (PSA-H and MT32) with 81% identical amino acid 
sequence.
• Evaluation of serological variability of Potato virus Y (PVY) and quantification of its interaction with antibodies.

[56]

[48]
[57]
[58]

[55]
IV. Phytohormones and associated metabolic pathways and signaling events
• Identification of salicyclic acid binding proteins (SABPs).
• Functional and biochemical interactions of anti-ABA mAB (JIM19) with cytosolic proteins in rice and barley.
• Detection and quantification of bioactive GA in solution.
• Examining the interaction between GA receptor (GID1) and DELLA proteins using biotin-labelled peptide immobilized on the SPR 
sensor chip.
• Identification and quantification of 1H-indole-3-acetic acid (IAA), 1H-indole-3-butyric acid (IBA) and kinetin (KT) using molecularly 
imprinted monolayer (MIM) based SPR detection method.
• Analysis of interaction between recombinant auxin binding protein in Nicotiana tabacum (NtABP1) and monoclonal antibodies.
• Interaction of jasmonic acid with jasmonate domain protein (JAZ1) and F box protein (COI1).

[66]
[73-75]

[79]
[79]

[84]

[84]
[87,88]

V. Protein-protein interactions
• Analysis of interaction between replicase proteins (p33 and p92) in tomato bushy stunt virus by immobilizing recombinant fusion 
protein on sensor chip using amine coupling as the analyte test protein (p33 or p92)
• Interaction between pectin methylesterase and its inhibitor in kiwi fruit
• Demonstration of formation of a hetero oligomeric cysteine synthase complex accompanying the biosynthesis of cysteine in 
mitochondria through an interaction of one tetramer of serine acetyltransferase (SAT) and two dimers of O-acetylserine (thiol) lyase 
(OAS-TL)
• Determination of the binding site of CyanoP, a cyanobacterial homolog of higher plant PsbP (an extrinsic PSII protein) in the centre 
of PSII
• Biomolecular interaction between protein disulphide isomerase from Oldenlandia affinis (OaPDI) and cyclotide precursor protein 
kalata (Oak1) 

[92]
 

[93]
[94,95]

[98]

[99]

VI. Protein-nucleic acid interactions
• Lactose repressor and operator interaction
• Analysis of interaction between LEAFY (LFY, a transcription factor from Arabidopsis) and two promoters (APETELA 1 and 2) using 
biotinylated AP1 and 2, immobilized on streptividin-coated chips and different concentrations of LEAFY protein as analyte
• Analysis of binding between bacterial proteins (Vir E1 and Vir E2) secreted by Agrobacterium tumefaciens into the host cell and 
single stranded T-DNA during genetic transformation of host plants
• Inhibition of succinic semialdehyde dehydrogenase

 100]
[101]

 102]
[103]

VII. Secondary metabolites and Xenobiotics
• Detection of photosynthetic inhibitors, such as atrazine, a triazine inhibitor
• Ricin detection from different cultivars of Ricinus communis using antibody 7G12 as the capture ligand on SPR chip
• Detection of terpene, a biomarker of plant growth

[107]
[111-113]

[118]

Table 1: Recent advancement in plant biology using SPR technology.

subcellular structures in proximity to cell surface such as nucleus, focal 
adhesions and cellular secretions. An in depth understanding of signal 
transduction events, metabolic pathways, cell cycle and cell death 
coordination using SPR based protein-protein interaction, is likely to 
provide new information on protein-protein interactions, including 
their quantification, through binding kinetics, interaction affinity and 
selectivity, and equilibrium studies. It is difficult to immobilize GA as 
ligand on the sensor chip because it may cause GA to lose its binding 
ability to GA receptors. Also since GAs are low-molecular-weight 

biomolecules (346 Da), they are difficult to be directly detected as 
analyte on the SPR sensor chip with immobilized GA receptors. Thus, 
DELLA proteins can serve as potential ligand candidates for analysis of 
GA using SPR (Figure 4). Differentiating between structurally similar 
hormones, such as various indole-based hormones, is another challenge 
which holds promise for fruitful investigations using molecularly-
imprinted monolayer (MIM)-decorated SPR detection technique. SPR 
data obtained from wide myriad of research investigations involving 
molecular chaperones can be applied for drug designing, diagnostics, 



Citation: Jain P, Arora D, Bhatla SC (2016) Surface Plasmon Resonance Based Recent Advances in Understanding Plant Development and Related 
Processes. Biochem Anal Biochem 5: 300. doi: 10.4172/2161-1009.1000300

Volume 5 • Issue 4 • 1000300
Biochem Anal Biochem, an open access journal
ISSN: 2161-1009

Page 12 of 14

therapeutics and discovering novel biomolecular interactions. Novel 
and unnatural carbohydrate-based ligands for developing potential 
ricin (bioterrorism agent) sensors are biologically more robust than 
natural glycans counterparts for the sensitive and fast detection of ricin. 
SPR investigations in similar directions hold promise for detection of 
various plant toxins (Figure 5). Protein-DNA interactions are important 
for accessing the genetic information stored in the DNA within a cell. 
SPR can be used to identify binding of transcription factors (proteins) to 
target sites on DNA. SPR can be used for quantitative characterization 
of interactions between the transcription factors and gene promoters 
having multiple cis-acting sites. SPR can also be used to monitor 
environmental contaminants, drugs and biomolecules. A biosensor 
with magnetic imprinted Fe3O4@polydopamine nanoparticles (Fe3O4@
PDA NP) can serve as an attractive recognition element for detection 
of pesticide residuals and other environmental contaminants using 
SPR sensors. SPR biosensors provide a sensitive, selective and efficient 
method for environmental monitoring applications and assessing 
volatile organic compounds like terpenes. Various features of SPR 
technology help in deciphering appropriate antibodies for research and 
diagnostic purposes, and can be extremely helpful in precise disease 
diagnostics and therapeutics of different plant viruses. SPR-based 
biosensors can also be used to explore various aspects of viral binding 
to functionalized surfaces and to discover an anti-viral drug.

Acknowledgments

We thank University of Delhi for funding vide Research and Developmental 
grant (2016/17).

References

1.	 Ehrhardt  DW, Frommer WB (2012) New technologies for 21st century plant 
science. Plant Cell 24: 374-394.

2.	 Cao J,  Schneeberger K,  Ossowski S,  Günther T,  Bender S,  et al. (2011) 
Whole-genome sequencing of multiple Arabidopsis thaliana populations. Nat 
Genet 43: 956-963.

3.	 Ledford H (2011) Halfway point for 1,001 genomes quest. Nature 477: 14. 

4.	 Mukherjee S, Bhatla SC (2014) A novel fluorescence imaging approach to 
monitor salt stress-induced modulation of ouabain-sensitive ATPase activity in 
sunflower seedling roots. Physiol Plant 150: 540-549.

5.	 Mukherjee S, David, A, Yadav S, Baluska F, Bhatla SC (2014) Salt stress-
induced seedling growth inhibition coincides with differential distribution of 
serotonin and melatonin in sunflower seedling roots and cotyledons. Physiol 
Plant 152: 714-728.

6.	 Jain P, Bhatla SC (2014) Signaling role of phospholipid hydroperoxide 
glutathione peroxidase (PHGPX) accompanying sensing of NaCl stress in 
etiolated sunflower seedling cotyledons. Plant Signal Behav 9: e977746.

7.	 Rousseau D, Chéné Y, Belin E, Semaan G, Trigui G, et al. (2015) Multiscale 
imaging of plants: current approaches and challenges. Plant Methods 11: 6.  

8.	 Yadav S, David A, Baluška F, Bhatla SC (2013) Rapid auxin-induced nitric oxide 
accumulation and subsequent tyrosine nitration of proteins during adventitious 
root formation in sunflower hypocotyls. Plant Signal Behav 8: e23196.

9.	 Arora D, Bhatla SC (2015) Nitric oxide triggers a concentration-dependent 
differential modulation of superoxide dismutase (FeSOD and Cu/ZnSOD) 
activity in sunflower seedling roots and cotyledons as an early and long 
distance signaling response to NaCl stress. Plant Signal Behav 10: e1071753.

10.	Girke T,  Ozkan M, Carter D, Raikhel NV (2003) Towards a modeling 
infrastructure for studying plant cells. Plant Physiol 132: 410-414.

11.	Hamamura Y, Saito C, Awai C, Kurihara D, Miyawaki A, et al. (2011) Live-cell 
imaging reveals the dynamics of two sperm cells during double fertilization in 
Arabidopsis thaliana. Curr Biol 21: 497-502.

12.	Roppolo D, De Rybel B, Tendon VD, Pfister A, Alassimone J,  et al. 
(2011)  A novel protein family mediates casparian strip formation in the 
endodermis. Nature 473: 380-338.

13.	Peterson AW,  Halter M,  Tona A,  Plant AL (2014) High resolution surface 

plasmon resonance imaging for single cells. BMC Cell Biol 15: 35.  

14.	De Mello AJ (1996) Total internal reflection fluorescence spectroscopy. Surface 
analytical techniques for probing biomaterial process, CRC Press, NY.

15.	Markey F (1999) What is SPR anyway? Bia J 6: 14-17.

16.	Pattnaik P (2005) Surface plasmon resonance: applications in understanding 
receptor-ligand interaction. Appl Biochem Biotechnol 126: 79-92.

17.	Homola J, Yee SS, Gauglitz G (1999) Surface plasmon resonance sensors: 
Review. Sensor Actuat B-Chem 54: 3-15.

18.	Piliarik M, Homola J (2009) Surface plasmon resonance (SPR) sensors: 
approaching their limits? Opt Express 17: 16505-16517.

19.	Torreri P, Ceccarini M, Macioce P, Petrucci TC (2005) Biomolecular interactions 
by surface plasmon resonance technology. Ann Ist Super Sanita 41: 437-441.

20.	Johnsson B, Löfås S, Lindquist G (1991) Immobilization of proteins to a 
carboxymethyldextran-modified gold surface for biospecific interaction analysis 
in surface plasmon resonance sensors. Anal Biochem 198: 268-277.

21.	Daghestani HN, Day BW (2010) Theory and applications of surface plasmon 
resonance, resonant mirror, resonant waveguide grating, and dual polarization 
interferometry biosensors. Sensors 10: 9630-9646.

22.	Majka J, Speck C (2006) Analysis of protein–DNA interactions using surface 
plasmon resonance. Analytics of Protein–DNA Interactions. Springer Berlin 
Heidelberg.

23.	Rich RL, Myszka DG (2000) Advances in surface plasmon resonance biosensor 
analysis. Curr Opin Chem Biol 11: 54-61.

24.	Nguyen HH, Park J, Kang S, Kim M (2015) Surface plasmon resonance: A 
versatile technique for biosensor applications. Sensors. 15: 10481-10510.

25.	Myszka DG (1999) Improving biosensor analysis. J Mol Recognit 12: 279-284. 

26.	Myszka DG (1997)  Kinetic analysis of macromolecular interactions using 
surface plasmon resonance biosensors. Curr Opin Biotechnol 8: 50-57.

27.	Morton TA, Myszka DG (1998) Kinetic analysis of macromolecular interactions 
using surface plasmon resonance biosensors. Methods Enzymol 295: 268-294.

28.	Linman MJ, Taylor JD, Yu H, Chen X, Cheng Q (2008) Surface plasmon 
resonance study of protein–carbohydrate interactions using biotinylated 
sialosides. Anal Chem 80: 4007-4013.

29.	Vornholt W, Hartmann M, Keusgen M (2007) SPR studies of carbohydrate–
lectin interactions as useful tool for screening on lectin sources. Biosens 
Bioelectron 22: 2983-2988.

30.	Shinohara Y, Kim F, Shimzu M, Goto M, Tosu M, et al. (1994) Kinetic 
measurement of the interaction between an oligosaccharide and lectins by a 
biosensor based on surface plasmon resonance. Eur J Biochem 223: 189-194.

31.	Haseley SR, Talaga P, Kamerling JP, Vliegenthart JFG (1999) Characterization 
of the carbohydrate binding specificity and kinetic parameters of lectins by 
using surface plasmon resonance. Anal Biochem 274: 203-210.

32.	Ramos MV, Bomfim LR, Bandeira GP, Debray H (2002) Evidence of an 
endogenous lectin receptor in seeds of the legume Cratylia floribunda. Braz J 
Plant Physiol 14: 195-202.

33.	Ramos MV, Cavada BS, Mazard AM, Rougé P (2002) Interaction of diocleinae 
lectins with glycoproteins based in surface plasmon resonance. Mem Inst 
Oswaldo Cruz, Rio de Janeiro 97: 275-279.

34.	Beccati D, Halkes KM, Batema GD, Guillena G, De Souza AC, et al. (2005) 
SPR studies of carbohydrate–protein interactions: signal enhancement of low- 
molecular-mass analytes by organoplatinum (ii)- labeling. Chem Bio Chem 6: 
1196-1203.

35.	Fais M, Karamanska R, Allman S, Fairhurst SA, Innocenti P, et al. (2011) 
Surface plasmon resonance imaging of glycoarrays identifies novel and 
unnatural carbohydrate-based ligands for potential ricin sensor development. 
Chem Sci 2: 1952-1959.

36.	Bellapadrona G, Tesler AB, Grunstein D, Hossain LH, Kikkeri R, et al. (2012) 
Optimization of localized surface plasmon resonance transducers for studying 
carbohydrate protein interactions. Anal Chem 84: 232-240.

37.	Ye W, Zhang W, Wang C, Li W, Yu H, et al. (2014) Double-layer silver 
nanoparticle arrays-based localised surface plasmon resonance optical sensor 
for sensitive detection of concanavalin A. Micro & Nano Lett 9: 294-296.

https://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&cad=rja&uact=8&ved=0ahUKEwjiq52MwpvQAhUMu48KHaT2CnkQFggcMAA&url=http%3A%2F%2Fwww.plantcell.org%2Fcontent%2Fearly%2F2012%2F02%2F21%2Ftpc.111.093302.abstract&usg=AFQjCNHiE1VhA4i5wjJvUWfsQN3-pXXWaw
https://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&cad=rja&uact=8&ved=0ahUKEwjiq52MwpvQAhUMu48KHaT2CnkQFggcMAA&url=http%3A%2F%2Fwww.plantcell.org%2Fcontent%2Fearly%2F2012%2F02%2F21%2Ftpc.111.093302.abstract&usg=AFQjCNHiE1VhA4i5wjJvUWfsQN3-pXXWaw
http://www.nature.com/ng/journal/v43/n10/abs/ng.911.html
http://www.nature.com/ng/journal/v43/n10/abs/ng.911.html
http://www.nature.com/ng/journal/v43/n10/abs/ng.911.html
http://cat.inist.fr/?aModele=afficheN&cpsidt=24455204
http://onlinelibrary.wiley.com/doi/10.1111/ppl.12101/abstract
http://onlinelibrary.wiley.com/doi/10.1111/ppl.12101/abstract
http://onlinelibrary.wiley.com/doi/10.1111/ppl.12101/abstract
http://onlinelibrary.wiley.com/doi/10.1111/ppl.12218/full
http://onlinelibrary.wiley.com/doi/10.1111/ppl.12218/full
http://onlinelibrary.wiley.com/doi/10.1111/ppl.12218/full
http://onlinelibrary.wiley.com/doi/10.1111/ppl.12218/full
http://www.tandfonline.com/doi/abs/10.4161/15592324.2014.977746
http://www.tandfonline.com/doi/abs/10.4161/15592324.2014.977746
http://www.tandfonline.com/doi/abs/10.4161/15592324.2014.977746
http://plantmethods.biomedcentral.com/articles/10.1186/s13007-015-0050-1
http://plantmethods.biomedcentral.com/articles/10.1186/s13007-015-0050-1
http://www.tandfonline.com/doi/abs/10.4161/psb.23196
http://www.tandfonline.com/doi/abs/10.4161/psb.23196
http://www.tandfonline.com/doi/abs/10.4161/psb.23196
http://www.tandfonline.com/doi/abs/10.1080/15592324.2015.1071753
http://www.tandfonline.com/doi/abs/10.1080/15592324.2015.1071753
http://www.tandfonline.com/doi/abs/10.1080/15592324.2015.1071753
http://www.tandfonline.com/doi/abs/10.1080/15592324.2015.1071753
http://www.plantphysiol.org/content/132/2/410.short
http://www.plantphysiol.org/content/132/2/410.short
http://www.sciencedirect.com/science/article/pii/S096098221100176X
http://www.sciencedirect.com/science/article/pii/S096098221100176X
http://www.sciencedirect.com/science/article/pii/S096098221100176X
http://www.nature.com/nature/journal/v473/n7347/abs/nature10070.html
http://www.nature.com/nature/journal/v473/n7347/abs/nature10070.html
http://www.nature.com/nature/journal/v473/n7347/abs/nature10070.html
http://www.biomedcentral.com/1471-2121/15/35
http://www.biomedcentral.com/1471-2121/15/35
https://books.google.co.in/books?hl=en&lr=&id=dBqLdnzaJKcC&oi=fnd&pg=PA1&dq=Total+internal+reflection+fluorescence+spectroscopy&ots=uF52tfuh1z&sig=lrjv1_oQU10BIgyfy2lD4mLnBao
https://books.google.co.in/books?hl=en&lr=&id=dBqLdnzaJKcC&oi=fnd&pg=PA1&dq=Total+internal+reflection+fluorescence+spectroscopy&ots=uF52tfuh1z&sig=lrjv1_oQU10BIgyfy2lD4mLnBao
https://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=3&cad=rja&uact=8&ved=0ahUKEwip6LbVwpvQAhXJP48KHWLwArgQFggkMAI&url=https%3A%2F%2Fwww.biacore.com%2Flifesciences%2Ftechnology%2Fpublications%2Fjournal%2Findex.html%3Fsection%3Dlifesciences%26realsection%3Dlifesciences%26c%3D10576%26d%3D10581%26do%3Ddownload%26id%3D10596&usg=AFQjCNEy5n8AQUuiFyU_iDj5rqS035FGfA
http://link.springer.com/article/10.1385/ABAB:126:2:079
http://link.springer.com/article/10.1385/ABAB:126:2:079
http://www.sciencedirect.com/science/article/pii/S0925400598003219
http://www.sciencedirect.com/science/article/pii/S0925400598003219
https://www.osapublishing.org/abstract.cfm?uri=oe-17-19-16505
https://www.osapublishing.org/abstract.cfm?uri=oe-17-19-16505
http://www.hepatitis.iss.it/binary/publ2/cont/Torreri.1140523567.pdf
http://www.hepatitis.iss.it/binary/publ2/cont/Torreri.1140523567.pdf
http://www.sciencedirect.com/science/article/pii/000326979190424R
http://www.sciencedirect.com/science/article/pii/000326979190424R
http://www.sciencedirect.com/science/article/pii/000326979190424R
http://www.mdpi.com/1424-8220/10/11/9630/htm
http://www.mdpi.com/1424-8220/10/11/9630/htm
http://www.mdpi.com/1424-8220/10/11/9630/htm
http://link.springer.com/chapter/10.1007/10_026
http://link.springer.com/chapter/10.1007/10_026
http://link.springer.com/chapter/10.1007/10_026
http://www.sciencedirect.com/science/article/pii/S0958166999000543
http://www.sciencedirect.com/science/article/pii/S0958166999000543
http://www.mdpi.com/1424-8220/15/5/10481/htm
http://www.mdpi.com/1424-8220/15/5/10481/htm
http://www.chem.ualberta.ca/~campbell/resources/Bioanalytical-2012/biacore_2.pdf
http://www.sciencedirect.com/science/article/pii/S0958166997801577
http://www.sciencedirect.com/science/article/pii/S0958166997801577
http://europepmc.org/abstract/med/9750223
http://europepmc.org/abstract/med/9750223
http://pubs.acs.org/doi/abs/10.1021/ac702566e
http://pubs.acs.org/doi/abs/10.1021/ac702566e
http://pubs.acs.org/doi/abs/10.1021/ac702566e
http://www.sciencedirect.com/science/article/pii/S0956566306006099
http://www.sciencedirect.com/science/article/pii/S0956566306006099
http://www.sciencedirect.com/science/article/pii/S0956566306006099
http://onlinelibrary.wiley.com/doi/10.1111/j.1432-1033.1994.tb18982.x/full
http://onlinelibrary.wiley.com/doi/10.1111/j.1432-1033.1994.tb18982.x/full
http://onlinelibrary.wiley.com/doi/10.1111/j.1432-1033.1994.tb18982.x/full
http://www.sciencedirect.com/science/article/pii/S000326979994277X
http://www.sciencedirect.com/science/article/pii/S000326979994277X
http://www.sciencedirect.com/science/article/pii/S000326979994277X
http://www.scielo.br/scielo.php?pid=S1677-04202002000300003&script=sci_arttext&tlng=pt
http://www.scielo.br/scielo.php?pid=S1677-04202002000300003&script=sci_arttext&tlng=pt
http://www.scielo.br/scielo.php?pid=S1677-04202002000300003&script=sci_arttext&tlng=pt
http://www.scielo.br/scielo.php?pid=S0074-02762002000200025&script=sci_arttext
http://www.scielo.br/scielo.php?pid=S0074-02762002000200025&script=sci_arttext
http://www.scielo.br/scielo.php?pid=S0074-02762002000200025&script=sci_arttext
http://pubs.rsc.org/is/content/articlehtml/2011/sc/c1sc00120e
http://pubs.rsc.org/is/content/articlehtml/2011/sc/c1sc00120e
http://pubs.rsc.org/is/content/articlehtml/2011/sc/c1sc00120e
http://pubs.rsc.org/is/content/articlehtml/2011/sc/c1sc00120e
http://pubs.acs.org/doi/abs/10.1021/ac202363t
http://pubs.acs.org/doi/abs/10.1021/ac202363t
http://pubs.acs.org/doi/abs/10.1021/ac202363t
http://ieeexplore.ieee.org/xpls/abs_all.jsp?arnumber=6808621
http://ieeexplore.ieee.org/xpls/abs_all.jsp?arnumber=6808621
http://ieeexplore.ieee.org/xpls/abs_all.jsp?arnumber=6808621


Citation: Jain P, Arora D, Bhatla SC (2016) Surface Plasmon Resonance Based Recent Advances in Understanding Plant Development and Related 
Processes. Biochem Anal Biochem 5: 300. doi: 10.4172/2161-1009.1000300

Volume 5 • Issue 4 • 1000300
Biochem Anal Biochem, an open access journal
ISSN: 2161-1009

Page 13 of 14

38.	Smith EA, Corn RM (2003) Surface plasmon resonance imaging as a tool to 
monitor biomolecular interactions in an array based format. Appl Spectrosc 57: 
320A-332A.

39.	Xu Y, Schmitt S, Tang L, Jakob U, Fitzgerald MC (2010) Thermodynamic 
analysis of a molecular chaperone binding to unfolded protein substrates. 
Biochem 49: 1346-1353. 

40.	Piaz FD, Tosco A, Eletto D, Piccinelli AL, Moltedo O, et al. (2010) The 
identification of a novel natural activator of p300 histone acetyltranferase 
provides new insights into the modulation mechanism of this enzyme. Chem 
Bio Chem 11: 818-827.  

41.	Serva S, Nagy PD (2006) Proteomics analysis of the tombusvirus replicase: 
hsp70 molecular chaperone is associated with the replicase and enhances viral 
rna replication. J Virol 80: 2162-2169.

42.	Piaz FD, Malafronte N, Romano A, Gallotta D, Belisario MA, et al. (2012) 
Structural characterization of tetranortriterpenes from Pseudrocedrela kotschyi 
and Trichilia emetica and study of their activity towards the chaperone Hsp90. 
Phytochem 75: 78-89.

43.	Vassallo A, Vaccaro MC, De Tommasi N, Piaz FD, Leone A (2013) Identification 
of the plant compound geraniin as a novel Hsp90 inhibitor. PLoS ONE 8: 
e74266.

44.	Schweiger R, Soll J, Jung K, Heermann R, Schwenkert S (2013) Quantification 
of interaction strengths between chaperones and tetratricopeptide repeat 
domain-containing membrane proteins. J Biol Chem 288: 30614-30625.

45.	Banerjee M, Chakravarty D, Ballal A (2015) Redox-dependent chaperone/
peroxidase function of 2-Cys-Prx from the cyanobacterium Anabaena 
PCC7120: role in oxidative stress tolerance. BMC Plant Biol 15: 60.

46.	Kriechbaumer V, Tsargorodskaya A, Mustafa MK, Vinogradova T, Lacey J, et 
al. (2011) Study of receptor-chaperone interactions using the optical technique 
of spectroscopic ellipsometry. Biophys J 101: 504-511.

47.	Victoria S (2012) Application of surface plasmon resonance (SPR) for the 
detection of single viruses and single biological nano-objects. J Bacteriol 
Parasitol 3: e110. 

48.	Boltovets PM, Snopok BA, Boyko VR, Shevchenko TP, Dyachenko NS, et 
al. (2004) Detection of plant viruses using a surface plasmon resonance via 
complexing with specific antibodies. J Virol Methods 121: 101-106.

49.	Dultsev FN, Speight RE, Fiorini MT, Blackburn JM, Abell C, et al. (2001) Direct 
and quantitative detection of bacteriophage by “hearing” surface detachment 
using a quartz crystal microbalance. Anal Chem 73: 3935-3939.

50.	Cooper MA, Dultsev FN, Minson T, Ostanin VP, Abell C, et al. (2001) Direct and 
sensitive detection of a human virus by rupture event scanning. Nat Biotechnol 
19: 833-837.

51.	Eun AJ, Huang L, Chew FT (2002) Detection of two orchid viruses using quartz 
crystal microbalance (QCM) immunosensors. J Virol Methods 99: 71-79.

52.	Kintzios S, Pistola E, Panagiotopoulos P, Bomsel M, Alexandropoulos N, et al. 
(2001) Bioelectric recognition assay (BERA). Biosens Bioelectron 16: 325-336.

53.	Malkin AJ, McPherson A, Gershon PD (2003) Structure of intracellular mature 
vaccinia virus visualized by in situ atomic force microscopy. J Virol 77: 6332-
6340.

54.	Schneider BH, Edwards JG, Hartman NF (1997) Hartman interferometer: 
versatile integrated optic sensor for label-free, real-time quantification of nucleic 
acids, proteins, and pathogens. Clin Chem 43: 1757-1763.

55.	Gutierrez-Aguirre I, Hodnik V, Glais L, Rupar M, Jacquot E, et al. (2014) 
Surface plasmon resonance for monitoring the interaction of Potato virus Y with 
monoclonal antibodies. Anal Biochem 447: 74-81.  

56.	Chatellier J, Rauffer-Bruyere N, Van Regenmortel MH, Altschuh D, Weiss E 
(1996) Comparative interaction kinetics of two recombinant Fabs and of the 
corresponding antibodies directed to the coat protein of tobacco mosaic virus. 
J Mol Recognit 9: 39-51.

57.	Candresse T, Lot H, German-Retana S, Krause-Sakate R, Thomas J, et al. 
(2007) Analysis of the serological variability of Lettuce mosaic virus using 
monoclonal antibodies and surface plasmon resonance technology. Journal of 
General Virology 88: 2605-2610.

58.	Lautner G, Balogh Z, Bardoczy V, Meszaros T, Gyurcsanyi RE (2010) Aptamer-
based biochips for label-free detection of plant virus coat proteins by SPR 
imaging. Analyst 135: 918-926.

59.	Vlot AC, Dempsey DMA, Klessig DF (2009) Salicylic acid, a multifaceted 
hormone to combat disease. Annu Review Phytopathol 47: 177-206.

60.	Lu H (2009) Dissection of salicylic acid-mediated defense signaling 
networks. Plant Signal Behav 4: 713-717.

61.	An C, Mou Z (2011) Salicylic acid and its function in plant immunity. J Integr 
Plant Bio 53: 412-428.

62.	Chen Z, Ricigliano JW, Klessig DF (1993) Purification and characterization of a 
soluble salicylic acid-binding protein from tobacco. Pro Natl Acad Sci 90: 9533-
9537.

63.	Cao H, Bowling SA, Gordon AS, Dong X (1994) Characterization of an 
Arabidopsis mutant that is nonresponsive to inducers of systemic acquired 
resistance. Plant Cell 6: 1583-1592.

64.	Shah J, Tsui F, Klessig DF (1997) Characterization of a salicylic acid-insensitive 
mutant (sai1) of Arabidopsis thaliana, identified in a selective screen utilizing 
the SA-inducible expression of the tms2 gene. Mol Plant Microbe Interact 10: 
69-78.

65.	Kumar D, Klessig DF (2003) High-affinity salicylic acid-binding protein 2 is 
required for plant innate immunity and has salicylic acid-stimulated lipase 
activity. Proc Natl Acad Sci 100: 16101-16106.

66.	Tian M, Von Dahl CC, Liu PP, Friso G, Van Wijk KJ, et al. (2012) The combined 
use of photoaffinity labeling and surface plasmon resonance-based technology 
identifies multiple salicylic acid-binding proteins. Plant J 72: 1027-1038.  

67.	Moreau M, Tian M, Klessig DF (2012) Salicylic acid binds NPR3 and NPR4 to 
regulate NPR1-dependent defense responses. Cell Res 22: 1631-1633.

68.	Tian M, Sasvari Z, Gonzalez PA, Friso G, Rowland E, et al. (2015) Salicylic acid 
inhibits the replication of tomato bushy stunt virus by directly targeting a host 
component in the replication complex. Mol Plant Microbe Interact 28: 379-386.

69.	Manohar M, Tian M, Moreau M, Park S, Choi HW, et al. (2013) Identification of 
multiple salicylic acid-binding proteins using two high throughput screens. Front 
Plant Sci 5: 777.

70.	Albinsky D, Masson JE, Bogucki A, Afsar K, Vaass I, et al. (1999) Plant 
responses to genotoxic stress are linked to an ABA/salinity signaling pathway. 
Plant J 17: 73-82.

71.	Allan AC, Trewavas AJ (1994) Abscisic acid and gibberellin perception: inside 
or out? Plant Physiol 104: 1107.

72.	Hill RD, Liu JH, Durnin D, Lamb N, Shaw A, et al. (1995) Abscisic acid 
structure-activity relationships in barley aleurone layers and protoplasts. Plant 
Physiol 108: 573-579.

73.	Desikan R, Hagenbeek D, Neill SJ, Rock CD (1999) Flow cytometry and surface 
plasmon resonance analyses demonstrate that the monoclonal antibody JIM19 
interacts with a rice cell surface component involved in abscisic acid signalling 
in protoplasts. FEBS Lett 456: 257-262.  

74.	Wang M, Heimovaara-Dijkstra S, Van Duijn B (1995) Modulation of germination 
of embryos isolated from dormant and nondormant barley grains by 
manipulation of endogenous abscisic acid. Planta 195: 586-592.

75.	Schuck P (1997) Use of surface plasmon resonance to probe the equilibrium 
and dynamic aspects of interactions between biological macromolecules. Ann 
Rev Biophys Biomol Struct 26: 541-566.

76.	Yamamoto Y, Hirai T, Yamamoto E, Kawamura M, Sato T, et al. (2010) A 
rice gid1 suppressor mutant reveals that gibberellin is not always required for 
interaction between its receptor, GID1, and DELLA proteins.  Plant Cell  22: 
3589-3602.

77.	Sheerin DJ, Buchanan J, Kirk C, Harvey D, Sun X, et al. (2011) Inter-and intra-
molecular interactions of Arabidopsis thaliana DELLA protein RGL1. Biochem 
J 435: 629-639.  

78.	Hirano K, Asano K, Tsuji H, Kawamura M, Mori H, et al. (2010) Characterization 
of the molecular mechanism underlying gibberellin perception complex 
formation in rice. Plant Cell 22: 2680-2696.

79.	Zhao Z, Xing Z, Zhou M, Chen Y, Li C, et al. (2015) Functional analysis of 
synthetic Della domain peptides and bioactive gibberellin assay using surface 
plasmon resonance technology. Talanta 144: 502-509.  

80.	Griffiths J, Murase K, Rieu I, Zentella R, Zhang ZL, et al. (2006) Genetic 
characterization and functional analysis of the GID1 gibberellin receptors in 
Arabidopsis. Plant Cell 18: 3399-3414.

https://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&cad=rja&uact=8&ved=0ahUKEwjA2J3NxJvQAhXFpY8KHbdOAAMQFggfMAA&url=http%3A%2F%2Fwww.ncbi.nlm.nih.gov%2Fpubmed%2F14658142&usg=AFQjCNH0UzefKATNTfaVAM-7A__9Ri6qKQ&bvm=bv.138169073,d.c2I
https://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&cad=rja&uact=8&ved=0ahUKEwjA2J3NxJvQAhXFpY8KHbdOAAMQFggfMAA&url=http%3A%2F%2Fwww.ncbi.nlm.nih.gov%2Fpubmed%2F14658142&usg=AFQjCNH0UzefKATNTfaVAM-7A__9Ri6qKQ&bvm=bv.138169073,d.c2I
https://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&cad=rja&uact=8&ved=0ahUKEwjA2J3NxJvQAhXFpY8KHbdOAAMQFggfMAA&url=http%3A%2F%2Fwww.ncbi.nlm.nih.gov%2Fpubmed%2F14658142&usg=AFQjCNH0UzefKATNTfaVAM-7A__9Ri6qKQ&bvm=bv.138169073,d.c2I
http://pubs.acs.org/doi/abs/10.1021/bi902010t
http://pubs.acs.org/doi/abs/10.1021/bi902010t
http://pubs.acs.org/doi/abs/10.1021/bi902010t
http://onlinelibrary.wiley.com/doi/10.1002/cbic.200900721/full
http://onlinelibrary.wiley.com/doi/10.1002/cbic.200900721/full
http://onlinelibrary.wiley.com/doi/10.1002/cbic.200900721/full
http://onlinelibrary.wiley.com/doi/10.1002/cbic.200900721/full
http://jvi.asm.org/content/80/5/2162.short
http://jvi.asm.org/content/80/5/2162.short
http://jvi.asm.org/content/80/5/2162.short
http://www.sciencedirect.com/science/article/pii/S0031942211005565
http://www.sciencedirect.com/science/article/pii/S0031942211005565
http://www.sciencedirect.com/science/article/pii/S0031942211005565
http://www.sciencedirect.com/science/article/pii/S0031942211005565
http://journals.plos.org/plosone/article?id=10.1371/journal.pone.0074266
http://journals.plos.org/plosone/article?id=10.1371/journal.pone.0074266
http://journals.plos.org/plosone/article?id=10.1371/journal.pone.0074266
http://www.jbc.org/content/288/42/30614.short
http://www.jbc.org/content/288/42/30614.short
http://www.jbc.org/content/288/42/30614.short
http://bmcplantbiol.biomedcentral.com/articles/10.1186/s12870-015-0444-2
http://bmcplantbiol.biomedcentral.com/articles/10.1186/s12870-015-0444-2
http://bmcplantbiol.biomedcentral.com/articles/10.1186/s12870-015-0444-2
http://www.sciencedirect.com/science/article/pii/S0006349511007089
http://www.sciencedirect.com/science/article/pii/S0006349511007089
http://www.sciencedirect.com/science/article/pii/S0006349511007089
http://www.omicsonline.org/application-of-surface-plasmon-resonance-spr-for-the-detection-of-single-viruses-and-single-biological-nano-objects-2155-9597.1000e110.php?aid=8789
http://www.omicsonline.org/application-of-surface-plasmon-resonance-spr-for-the-detection-of-single-viruses-and-single-biological-nano-objects-2155-9597.1000e110.php?aid=8789
http://www.omicsonline.org/application-of-surface-plasmon-resonance-spr-for-the-detection-of-single-viruses-and-single-biological-nano-objects-2155-9597.1000e110.php?aid=8789
http://www.sciencedirect.com/science/article/pii/S0166093404001818
http://www.sciencedirect.com/science/article/pii/S0166093404001818
http://www.sciencedirect.com/science/article/pii/S0166093404001818
http://pubs.acs.org/doi/abs/10.1021/ac0100897
http://pubs.acs.org/doi/abs/10.1021/ac0100897
http://pubs.acs.org/doi/abs/10.1021/ac0100897
http://www.nature.com/nbt/journal/v19/n9/full/nbt0901-833.html
http://www.nature.com/nbt/journal/v19/n9/full/nbt0901-833.html
http://www.nature.com/nbt/journal/v19/n9/full/nbt0901-833.html
http://www.sciencedirect.com/science/article/pii/S0166093401003822
http://www.sciencedirect.com/science/article/pii/S0166093401003822
http://www.sciencedirect.com/science/article/pii/S0956566301001270
http://www.sciencedirect.com/science/article/pii/S0956566301001270
http://jvi.asm.org/content/77/11/6332.short
http://jvi.asm.org/content/77/11/6332.short
http://jvi.asm.org/content/77/11/6332.short
https://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&cad=rja&uact=8&ved=0ahUKEwjH4MyuxZvQAhUML48KHafmAOgQFggaMAA&url=http%3A%2F%2Fwww.ncbi.nlm.nih.gov%2Fpubmed%2F9299972&usg=AFQjCNG2BSa5LqWSyRXjrDnHu_nyVLLIqA&bvm=bv.138169073,d.c2I
https://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&cad=rja&uact=8&ved=0ahUKEwjH4MyuxZvQAhUML48KHafmAOgQFggaMAA&url=http%3A%2F%2Fwww.ncbi.nlm.nih.gov%2Fpubmed%2F9299972&usg=AFQjCNG2BSa5LqWSyRXjrDnHu_nyVLLIqA&bvm=bv.138169073,d.c2I
https://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&cad=rja&uact=8&ved=0ahUKEwjH4MyuxZvQAhUML48KHafmAOgQFggaMAA&url=http%3A%2F%2Fwww.ncbi.nlm.nih.gov%2Fpubmed%2F9299972&usg=AFQjCNG2BSa5LqWSyRXjrDnHu_nyVLLIqA&bvm=bv.138169073,d.c2I
http://www.sciencedirect.com/science/article/pii/S0003269713005125
http://www.sciencedirect.com/science/article/pii/S0003269713005125
http://www.sciencedirect.com/science/article/pii/S0003269713005125
http://onlinelibrary.wiley.com/doi/10.1002/(SICI)1099-1352(199601)9:1%3C39::AID-JMR239%3E3.0.CO;2-V/full
http://onlinelibrary.wiley.com/doi/10.1002/(SICI)1099-1352(199601)9:1%3C39::AID-JMR239%3E3.0.CO;2-V/full
http://onlinelibrary.wiley.com/doi/10.1002/(SICI)1099-1352(199601)9:1%3C39::AID-JMR239%3E3.0.CO;2-V/full
http://onlinelibrary.wiley.com/doi/10.1002/(SICI)1099-1352(199601)9:1%3C39::AID-JMR239%3E3.0.CO;2-V/full
http://jgv.microbiologyresearch.org/content/journal/jgv/10.1099/vir.0.82980-0
http://jgv.microbiologyresearch.org/content/journal/jgv/10.1099/vir.0.82980-0
http://jgv.microbiologyresearch.org/content/journal/jgv/10.1099/vir.0.82980-0
http://jgv.microbiologyresearch.org/content/journal/jgv/10.1099/vir.0.82980-0
http://pubs.rsc.org/is/content/articlehtml/2010/an/b922829b
http://pubs.rsc.org/is/content/articlehtml/2010/an/b922829b
http://pubs.rsc.org/is/content/articlehtml/2010/an/b922829b
http://www.annualreviews.org/doi/abs/10.1146/annurev.phyto.050908.135202@hormones.2010.1.issue-1
http://www.annualreviews.org/doi/abs/10.1146/annurev.phyto.050908.135202@hormones.2010.1.issue-1
http://www.tandfonline.com/doi/abs/10.4161/psb.4.8.9173
http://www.tandfonline.com/doi/abs/10.4161/psb.4.8.9173
http://onlinelibrary.wiley.com/doi/10.1111/j.1744-7909.2011.01043.x/full
http://onlinelibrary.wiley.com/doi/10.1111/j.1744-7909.2011.01043.x/full
http://www.plantcell.org/content/6/11/1583.short
http://www.plantcell.org/content/6/11/1583.short
http://www.plantcell.org/content/6/11/1583.short
http://apsjournals.apsnet.org/doi/abs/10.1094/MPMI.1997.10.1.69
http://apsjournals.apsnet.org/doi/abs/10.1094/MPMI.1997.10.1.69
http://apsjournals.apsnet.org/doi/abs/10.1094/MPMI.1997.10.1.69
http://apsjournals.apsnet.org/doi/abs/10.1094/MPMI.1997.10.1.69
http://www.pnas.org/content/100/26/16101.short
http://www.pnas.org/content/100/26/16101.short
http://www.pnas.org/content/100/26/16101.short
http://onlinelibrary.wiley.com/doi/10.1111/tpj.12016/full
http://onlinelibrary.wiley.com/doi/10.1111/tpj.12016/full
http://onlinelibrary.wiley.com/doi/10.1111/tpj.12016/full
http://www.nature.com/cr/journal/v22/n12/abs/cr2012100a.html
http://www.nature.com/cr/journal/v22/n12/abs/cr2012100a.html
http://apsjournals.apsnet.org/doi/abs/10.1094/MPMI-09-14-0259-R
http://apsjournals.apsnet.org/doi/abs/10.1094/MPMI-09-14-0259-R
http://apsjournals.apsnet.org/doi/abs/10.1094/MPMI-09-14-0259-R
http://journal.frontiersin.org/article/10.3389/fpls.2014.00777/full
http://journal.frontiersin.org/article/10.3389/fpls.2014.00777/full
http://journal.frontiersin.org/article/10.3389/fpls.2014.00777/full
http://onlinelibrary.wiley.com/doi/10.1046/j.1365-313X.1999.00354.x/full
http://onlinelibrary.wiley.com/doi/10.1046/j.1365-313X.1999.00354.x/full
http://onlinelibrary.wiley.com/doi/10.1046/j.1365-313X.1999.00354.x/full
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC159269/
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC159269/
http://www.plantphysiol.org/content/108/2/573.short
http://www.plantphysiol.org/content/108/2/573.short
http://www.plantphysiol.org/content/108/2/573.short
http://onlinelibrary.wiley.com/doi/10.1016/S0014-5793(99)00972-2/full
http://onlinelibrary.wiley.com/doi/10.1016/S0014-5793(99)00972-2/full
http://onlinelibrary.wiley.com/doi/10.1016/S0014-5793(99)00972-2/full
http://onlinelibrary.wiley.com/doi/10.1016/S0014-5793(99)00972-2/full
http://link.springer.com/article/10.1007/BF00195719
http://link.springer.com/article/10.1007/BF00195719
http://link.springer.com/article/10.1007/BF00195719
http://www.annualreviews.org/doi/abs/10.1146/annurev.biophys.26.1.541
http://www.annualreviews.org/doi/abs/10.1146/annurev.biophys.26.1.541
http://www.annualreviews.org/doi/abs/10.1146/annurev.biophys.26.1.541
https://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&cad=rja&uact=8&ved=0ahUKEwiLq8DKxpvQAhXMvY8KHR0EBsUQFggcMAA&url=http%3A%2F%2Fwww.plantcell.org%2Fcontent%2F22%2F11%2F3589.full&usg=AFQjCNG1Fi38qLmi7LHppEppsGlejgwaeg
https://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&cad=rja&uact=8&ved=0ahUKEwiLq8DKxpvQAhXMvY8KHR0EBsUQFggcMAA&url=http%3A%2F%2Fwww.plantcell.org%2Fcontent%2F22%2F11%2F3589.full&usg=AFQjCNG1Fi38qLmi7LHppEppsGlejgwaeg
https://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&cad=rja&uact=8&ved=0ahUKEwiLq8DKxpvQAhXMvY8KHR0EBsUQFggcMAA&url=http%3A%2F%2Fwww.plantcell.org%2Fcontent%2F22%2F11%2F3589.full&usg=AFQjCNG1Fi38qLmi7LHppEppsGlejgwaeg
https://www.google.co.in/url?sa=t&rct=j&q=&esrc=s&source=web&cd=1&cad=rja&uact=8&ved=0ahUKEwiLq8DKxpvQAhXMvY8KHR0EBsUQFggcMAA&url=http%3A%2F%2Fwww.plantcell.org%2Fcontent%2F22%2F11%2F3589.full&usg=AFQjCNG1Fi38qLmi7LHppEppsGlejgwaeg
http://www.biochemj.org/content/435/3/629.abstract
http://www.biochemj.org/content/435/3/629.abstract
http://www.biochemj.org/content/435/3/629.abstract
http://www.plantcell.org/content/22/8/2680.short
http://www.plantcell.org/content/22/8/2680.short
http://www.plantcell.org/content/22/8/2680.short
http://www.sciencedirect.com/science/article/pii/S0039914015301119
http://www.sciencedirect.com/science/article/pii/S0039914015301119
http://www.sciencedirect.com/science/article/pii/S0039914015301119
http://www.plantcell.org/content/18/12/3399.short
http://www.plantcell.org/content/18/12/3399.short
http://www.plantcell.org/content/18/12/3399.short


Citation: Jain P, Arora D, Bhatla SC (2016) Surface Plasmon Resonance Based Recent Advances in Understanding Plant Development and Related 
Processes. Biochem Anal Biochem 5: 300. doi: 10.4172/2161-1009.1000300

Volume 5 • Issue 4 • 1000300
Biochem Anal Biochem, an open access journal
ISSN: 2161-1009

Page 14 of 14

81.	Conti L, Nelis S, Zhang C, Woodcock A, Swarup R, et al. (2014) Small ubiquitin-
like modifier protein SUMO enables plants to control growth independently of 
the phytohormone gibberellin. Dev Cell 28: 102-110.

82.	Gao XH, Huang XZ, Xiao SL, Fu XD (2008) Evolutionarily conserved della-
mediated gibberellin signaling in plants. J Integr Plant Biol 50: 825-834.

83.	Santner A, Estelle M (2009) Recent advances and emerging trends in plant
hormone signalling. Nature 459: 1071-1078.

84.	Wei C, Zhou H, Chen C, Li Z, Zhou J (2011) On-line monitoring 1h-indole-3-
acetic acid in plant tissues using molecular imprinting monolayer techniques on 
a surface plasmon resonance sensor. Anal Lett 44: 2911-2921. 

85.	Leblanc N, David K, Grosclaude J, Pradier JM, Barbier-Brygoo H, et al. (1999) 
A novel immunological approach establishes that the auxin-binding protein, Nt-
abp1, is an element involved in auxin signaling at the plasma membrane. J Biol 
Chem 274: 28314-28320.

86.	Xie DX, Feys BF, James S, Nieto-Rostro M, Turner JG (1998) COI1: 
An Arabidopsis gene required for jasmonate-regulated defense and
fertility. Science 280: 1091-1094.

87.	Xu L, Liu F, Lechner E, Genschik P, Crosby WL, et al. (2002) The SCFCOI1 
ubiquitin-ligase complexes are required for jasmonate response in
Arabidopsis. Plant Cell 14: 1919-1935.

88.	Yan J, Zhang C, Gu M, Bai Z, Zhang W, et al. (2009) The Arabidopsis coronatine 
insensitive1 protein is a jasmonate receptor. Plant Cell 21: 2220-2236.

89.	Ahlquist P, Schwartz M, Chen J, Kushner D, Hao L, et al. (2005) Viral and 
host determinants of RNA virus vector replication and expression. Vaccine 23: 
1784-1787.

90.	Buck KW (1996) Comparison of the replication of positive-stranded RNA 
viruses of plants and animals. Adv Virus Res 47: 159-251.

91.	Noueiry AO, Ahlquist P (2003) Brome mosaic virus RNA replication: revealing 
the role of the host in RNA virus replication. Annu. Rev Phytopathol 41: 77-98.

92.	Rajendran KS, Nagy PD (2003) Characterization of the RNA-binding domains 
in the replicase proteins of tomato bushy stunt virus. J Virol 77: 9244-9258. 

93.	Jolie RP, Duvetter T, Houben K, Vandevenne E, Van Loey AM, et al. (2010) 
Plant pectin methylesterase and its inhibitor from kiwi fruit: Interaction analysis 
by surface plasmon resonance. Food Chem 121: 207-214.

94.	Bogdanova N, Hell R (1997) Cysteine synthesis in plants: protein-protein 
interactions of serine acetyltransferase from Arabidopsis thaliana. Plant J 11:
251-262.

95.	Kredich NM, Becker MA, Tomkins GM (1969) Purification and characterization 
of cysteine synthetase, a bifunctional protein complex, from Salmonella 
typhimurium. J Biol Chem 244: 2428-2439.

96.	Kredich NM (1996) Biosynthesis of cysteine. Escherichia coli and Salmonella, 
cellular and molecular biology. ASM Press, Washington DC.

97.	Berkowitz O, Wirtz M, Wolf A, Kuhlmann J, Hell R (2002) Use of biomolecular 
interaction analysis to elucidate the regulatory mechanism of the cysteine
synthase complex from Arabidopsis thaliana. J Biol 277: 30629-30634.

98.	Cormann KU, Bartsch M, Rögner M, Nowaczyk MM (2014) Localization of 
the CyanoP binding site on photosystem II by surface plasmon resonance
spectroscopy. Fron Plant Sci 5: 595.

99.	Gruber CW, Čemažar M, Clark RJ, Horibe T, Renda RF, et al. (2007) A novel 
plant protein-disulfide isomerase involved in the oxidative folding of cystine 
knot defense proteins. J Biol Chem 282: 20435-20446. 

100. Bondeson K, Frostellkarlsson A, Fagerstam L, Magnusson G (1993) Lactose 
repressor-operator DNA interactions: kinetic analysis by a surface plasmon 
resonance biosensor. Anal Biochem 214: 245-251.

101. Moyroud E, Reymond MC, Hamès C, Parcy F, Scutt CP (2009) The analysis
of entire gene promoters by surface plasmon resonance. Plant J 59: 851-858.

102. Kim S, Zbaida D, Elbaum M, Leh H, Nogues C, et al. (2015) Surface plasmon 
resonance imaging reveals multiple binding modes of Agrobacterium
transformation mediator VirE2 to ssDNA. Nucleic Acids Res 43: 6579-6586.

103. Busch KB, Fromm H (1999) Plant succinic semialdehyde dehydrogenase. 
Cloning, purification, localization in mitochondria, and regulation by adenine 
nucleotides. Plant Physiol 121: 589-598.

104. Busch K, Piehler J, Fromm H (2000) Plant succinic semialdehyde 

dehydrogenase: dissection of nucleotide binding by surface plasmon 
resonance and fluorescence spectroscopy. Biochem 39: 10110-10117.

105. Brecht M, Sewald K, Schiene K, Keen G, Fricke M, et al. (2004) The use 
of surface plasmon resonance (SPR) and fluorescence resonance energy 
transfer (FRET) to monitor the interaction of the plant G-proteins Ms-Rac1
and Ms-Rac4 with GTP. J biotechnol 112: 151-164.

106. Zhao N, Chen C, Zhou J (2012) Surface plasmon resonance detection of 
ametryn using a molecularly imprinted sensing film prepared by surface-
initiated atom transfer radical polymerization. Sensors and Actuat B-Chem
166-167: 473-479.

107. Nakamura C, Hasegawa M, Nakamura N, Miyake J (2003) Rapid and specific 
detection of herbicides using a self-assembled photosynthetic reaction center 
from purple bacterium on an SPR chip. Biosens Bioelectron 18: 599-603.

108. Wei C, Zhou H, Zhou J (2011) Ultrasensitively sensing acephate using
molecular imprinting techniques on a surface plasmon resonance sensor.
Talanta 83: 1422-1427.

109. Dong J, Gao N, Peng Y, Guo C, Lv Z, et al. (2012) Surface plasmon 
resonance sensor for profenofos detection using molecularly imprinted thin
film as recognition element. Food Control 25: 543-549.

110. Yao GH, Liang RP, Huang CF, Wang Y, Qiu JD (2013) Surface plasmon 
resonance sensor based on magnetic molecularly imprinted polymers
amplification for pesticide recognition. Anal Chem 85: 11944-11951. 

111.	 Feltis BN, Sexton BA, Glenn FL, Best MJ, Wilkins M, et al. (2008) A hand-
held surface plasmon resonance biosensor for the detection of ricin and other 
biological agents. Biosens Bioelectron 23: 1131-1136.

112. Tran H, Leong C, Loke WK, Dogovski C, Liu CQ (2008) Surface plasmon 
resonance detection of ricin and horticultural ricin variants in environmental
samples. Toxicon 52: 582-588.

113. Uzawa H, Ohga K, Shinozaki Y, Ohsawa I, Nagatsuka T, et al. (2008) A novel 
sugar-probe biosensor for the deadly plant proteinous toxin, ricin. Biosens
Bioelectron 24: 923-927.

114. Chinowsky TM, Soelberg SD, Baker P, Swanson NR, Kauffman P, et al. 
(2007) Portable 24-analyte surface plasmon resonance instruments for rapid, 
versatile biodetection. Biosens Bioelectron 22: 2268-2275.

115. Nagatsuka T, Uzawa H, Sato K, Kondo S, Izumi M, et al. (2013) Localized 
surface plasmon resonance detection of biological toxins using cell surface
oligosaccharides on glyco chips. ACS Appl Mater Interfaces 5: 4173-4180.

116. Anderson GP, Glaven RH, Algar WR, Susumu K, Stewart MH, et al. (2013) 
Single domain antibody–quantum dot conjugates for ricin detection by both 
fluoroimmunoassay and surface plasmon resonance. Anal Chim Acta 786: 
132-138.

117. Zhou H, Zhou B, Ma H, Carney C, Janda KD (2007) Selection and 
characterization of human monoclonal antibodies against Abrin by phage
display. Bioorg Med Chem Lett 17: 5690-5692.

118. Chen B, Liu C, Ota M, Hayashi K (2013) Terpene detection based on localized 
surface plasma resonance of thiolate-modified au nanoparticles. IEEE Sens 
J 13: 1307-1314.

119. Peterson AW, Halter M, Tona A, Bhadriraju K, Plant AL (2009) Surface 
plasmon resonance imaging of cells and surface-associated fibronectin. BMC 
Cell Biol 10: 16.

120. Giebel KF, Bechinger C, Herminghaus S, Riedel M, Leiderer P, et al. (1999) 
Imaging of cell/substrate contacts of living cells with surface plasmon
resonance microscopy. Biophys J 76: 509-516.

121. García-Aljaro C, Muñoz-Berbel X, Jenkins ATA, Blanch AR, Muñoz FX 
(2008) Surface plasmon resonance assay for real-time monitoring of somatic
coliphages in wastewaters. Appl Environ Microbiol 74: 4054-4058. 

122. Mariotti E, Minunni M, Mascini M (2002) Surface plasmon resonance
biosensor for genetically modified organisms detection. Anal Chim Acta 453: 
165-172.

http://www.sciencedirect.com/science/article/pii/S1534580713007314
http://www.sciencedirect.com/science/article/pii/S1534580713007314
http://www.sciencedirect.com/science/article/pii/S1534580713007314
http://onlinelibrary.wiley.com/doi/10.1111/j.1744-7909.2008.00703.x/full
http://onlinelibrary.wiley.com/doi/10.1111/j.1744-7909.2008.00703.x/full
http://www.nature.com/nature/journal/v459/n7250/abs/nature08122.html
http://www.nature.com/nature/journal/v459/n7250/abs/nature08122.html
http://www.tandfonline.com/doi/abs/10.1080/00032719.2011.582552
http://www.tandfonline.com/doi/abs/10.1080/00032719.2011.582552
http://www.tandfonline.com/doi/abs/10.1080/00032719.2011.582552
http://www.jbc.org/content/274/40/28314.short
http://www.jbc.org/content/274/40/28314.short
http://www.jbc.org/content/274/40/28314.short
http://www.jbc.org/content/274/40/28314.short
http://science.sciencemag.org/content/280/5366/1091.short
http://science.sciencemag.org/content/280/5366/1091.short
http://science.sciencemag.org/content/280/5366/1091.short
http://www.plantcell.org/content/14/8/1919.short
http://www.plantcell.org/content/14/8/1919.short
http://www.plantcell.org/content/14/8/1919.short
http://www.plantcell.org/content/21/8/2220.short
http://www.plantcell.org/content/21/8/2220.short
http://www.sciencedirect.com/science/article/pii/S0264410X04008229
http://www.sciencedirect.com/science/article/pii/S0264410X04008229
http://www.sciencedirect.com/science/article/pii/S0264410X04008229
http://www.sciencedirect.com/science/article/pii/S0065352708607368
http://www.sciencedirect.com/science/article/pii/S0065352708607368
http://www.annualreviews.org/doi/abs/10.1146/annurev.phyto.41.052002.095717
http://www.annualreviews.org/doi/abs/10.1146/annurev.phyto.41.052002.095717
http://jvi.asm.org/content/77/17/9244.short
http://jvi.asm.org/content/77/17/9244.short
http://www.sciencedirect.com/science/article/pii/S0308814609013831
http://www.sciencedirect.com/science/article/pii/S0308814609013831
http://www.sciencedirect.com/science/article/pii/S0308814609013831
http://onlinelibrary.wiley.com/doi/10.1046/j.1365-313X.1997.11020251.x/full
http://onlinelibrary.wiley.com/doi/10.1046/j.1365-313X.1997.11020251.x/full
http://onlinelibrary.wiley.com/doi/10.1046/j.1365-313X.1997.11020251.x/full
http://www.jbc.org/content/277/34/30629.short
http://www.jbc.org/content/277/34/30629.short
http://www.jbc.org/content/277/34/30629.short
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC4220643/
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC4220643/
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC4220643/
http://www.jbc.org/content/282/28/20435.short
http://www.jbc.org/content/282/28/20435.short
http://www.jbc.org/content/282/28/20435.short
http://www.sciencedirect.com/science/article/pii/S0003269783714843
http://www.sciencedirect.com/science/article/pii/S0003269783714843
http://www.sciencedirect.com/science/article/pii/S0003269783714843
http://onlinelibrary.wiley.com/doi/10.1111/j.1365-313X.2009.03903.x/full
http://onlinelibrary.wiley.com/doi/10.1111/j.1365-313X.2009.03903.x/full
http://nar.oxfordjournals.org/content/43/13/6579.short
http://nar.oxfordjournals.org/content/43/13/6579.short
http://nar.oxfordjournals.org/content/43/13/6579.short
http://www.plantphysiol.org/content/121/2/589.short
http://www.plantphysiol.org/content/121/2/589.short
http://www.plantphysiol.org/content/121/2/589.short
http://pubs.acs.org/doi/abs/10.1021/bi000589e
http://pubs.acs.org/doi/abs/10.1021/bi000589e
http://pubs.acs.org/doi/abs/10.1021/bi000589e
http://www.sciencedirect.com/science/article/pii/S0168165604002391
http://www.sciencedirect.com/science/article/pii/S0168165604002391
http://www.sciencedirect.com/science/article/pii/S0168165604002391
http://www.sciencedirect.com/science/article/pii/S0168165604002391
http://www.sciencedirect.com/science/article/pii/S0925400512002432
http://www.sciencedirect.com/science/article/pii/S0925400512002432
http://www.sciencedirect.com/science/article/pii/S0925400512002432
http://www.sciencedirect.com/science/article/pii/S0925400512002432
http://www.sciencedirect.com/science/article/pii/S0956566303000307
http://www.sciencedirect.com/science/article/pii/S0956566303000307
http://www.sciencedirect.com/science/article/pii/S0956566303000307
http://www.sciencedirect.com/science/article/pii/S0039914010009112
http://www.sciencedirect.com/science/article/pii/S0039914010009112
http://www.sciencedirect.com/science/article/pii/S0039914010009112
http://www.sciencedirect.com/science/article/pii/S095671351100497X
http://www.sciencedirect.com/science/article/pii/S095671351100497X
http://www.sciencedirect.com/science/article/pii/S095671351100497X
http://www.sciencedirect.com/science/article/pii/S0956566307004691
http://www.sciencedirect.com/science/article/pii/S0956566307004691
http://www.sciencedirect.com/science/article/pii/S0956566307004691
http://www.sciencedirect.com/science/article/pii/S0041010108004303
http://www.sciencedirect.com/science/article/pii/S0041010108004303
http://www.sciencedirect.com/science/article/pii/S0041010108004303
http://www.sciencedirect.com/science/article/pii/S0956566308004016
http://www.sciencedirect.com/science/article/pii/S0956566308004016
http://www.sciencedirect.com/science/article/pii/S0956566308004016
http://www.sciencedirect.com/science/article/pii/S0956566306005562
http://www.sciencedirect.com/science/article/pii/S0956566306005562
http://www.sciencedirect.com/science/article/pii/S0956566306005562
http://pubs.acs.org/doi/abs/10.1021/am4002937
http://pubs.acs.org/doi/abs/10.1021/am4002937
http://pubs.acs.org/doi/abs/10.1021/am4002937
http://www.sciencedirect.com/science/article/pii/S0003267013006594;
http://www.sciencedirect.com/science/article/pii/S0003267013006594;
http://www.sciencedirect.com/science/article/pii/S0003267013006594;
http://www.sciencedirect.com/science/article/pii/S0003267013006594;
http://www.sciencedirect.com/science/article/pii/S0960894X07008633
http://www.sciencedirect.com/science/article/pii/S0960894X07008633
http://www.sciencedirect.com/science/article/pii/S0960894X07008633
http://ieeexplore.ieee.org/xpls/abs_all.jsp?arnumber=6374202
http://ieeexplore.ieee.org/xpls/abs_all.jsp?arnumber=6374202
http://ieeexplore.ieee.org/xpls/abs_all.jsp?arnumber=6374202
https://bmccellbiol.biomedcentral.com/articles/10.1186/1471-2121-10-16
https://bmccellbiol.biomedcentral.com/articles/10.1186/1471-2121-10-16
https://bmccellbiol.biomedcentral.com/articles/10.1186/1471-2121-10-16
http://www.sciencedirect.com/science/article/pii/S000634959977219X
http://www.sciencedirect.com/science/article/pii/S000634959977219X
http://www.sciencedirect.com/science/article/pii/S000634959977219X
http://aem.asm.org/content/74/13/4054.short
http://aem.asm.org/content/74/13/4054.short
http://aem.asm.org/content/74/13/4054.short
http://www.sciencedirect.com/science/article/pii/S0003267001014581
http://www.sciencedirect.com/science/article/pii/S0003267001014581
http://www.sciencedirect.com/science/article/pii/S0003267001014581

	Tittle
	Corresponding author
	Abstract
	Keywords
	Introduction
	The Concept of Surface Plasma Resonance 
	Measurement of angle of resonance
	Measurement of resonant or spectral wavelength
	Detection of phase shift of light
	Measurement of reflected light intensity

	Sample Immobilization on Chip Surface
	Direct or covalent immobilization
	Indirect coupling using high affinity capture molecule 
	Hydrophobic adsorption

	SPR as an Analytical Tool
	Limitations of SPR
	SPR for Bio-molecular Interaction Analysis
	Applications of SPR Technique in Plant Biology
	Protein-carbohydrate interactions
	Protein- chaperone interactions
	Diagnosis of plant viruses
	Detection of phytohormones and understanding their metabolic pathways and signaling
	Protein-protein interactions
	Protein-nucleic acid interactions
	SPR and secondary metabolites and xenobiotics 
	Other applications

	Perspectives, Discussion and Conclusion 
	Acknowledgments
	Figure 1
	Figure 2
	Figure 3
	Figure 4
	Figure 5
	Table 1
	References

