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DESCRIPTION
Hepatocellular Carcinoma (HCC) is a highly aggressive and
lethal form of liver cancer, representing a significant global
health burden. Despite advances in diagnosis and treatment,
HCC remains challenging to manage, with limited therapeutic
options for many patients. In recent years, molecular biomarkers
have gained prominence in cancer research, offering insights
into disease mechanisms and potential therapeutic targets. One
such biomarker is the E2F target score, which has emerged as a
important role in HCC biology. Hepatocellular carcinoma is the
most common primary liver cancer, representing approximately
75%-85% of all cases. It is characterized by its aggressive nature
and high recurrence rates. Chronic liver diseases, such as
hepatitis B and C infections, alcohol abuse, Non-Alcoholic Fatty
Liver Disease (NAFLD) and cirrhosis are well-established risk
factors for HCC development. The late diagnosis and limited
treatment options contribute to the poor prognosis associated
with this disease. Understanding the molecular mechanisms
driving HCC is crucial for developing effective treatments.
Numerous genetic and epigenetic alterations contribute to HCC
initiation and progression. Among these, dysregulation of the
E2F transcription factors and their target genes has gained
significant attention.

The E2F family of transcription factors plays a critical role in the
regulation of cell cycle progression, DNA replication and
apoptosis. These transcription factors are crucial for maintaining
proper cell cycle control and are tightly regulated to prevent
aberrant cell proliferation. Dysregulation of E2F activity has
been implicated in various cancers, including HCC. E2F
transcription factors control the expression of numerous target
genes involved in cell cycle regulation. These genes promote cell
cycle progression and DNA synthesis during the G1 to S phase
transition. Some well-known E2F target genes include cyclins,
Cyclin-Dependent Kinases (CDKs) and DNA replication factors.
The E2F target score is a quantitative metric that reflects the
overall activity of E2F target genes within a tumor. High E2F
target scores indicate increased E2F target gene expression and,

by extension, greater cell cycle activity and proliferation. In
HCC, the E2F target score has been recognized as a valuable
biomarker associated with disease progression and patient
outcomes. Elevated E2F target scores are commonly observed in
HCC tissues compared to adjacent non-cancerous liver tissue.
This dysregulation is often attributed to genetic and epigenetic
alterations affecting E2F transcription factor activity. Increased
E2F target gene expression fuels uncontrolled cell proliferation,
a characteristic of cancer. E2F transcription factors play a central
role in promoting cell proliferation by activating the expression
of genes required for cell cycle progression. When E2F activity is
dysregulated, cells can escape growth control mechanisms,
leading to uncontrolled proliferation. The E2F target score
serves as a valuable indicator of this process.

Elevated expression of E2F target genes is associated with higher
tumor grades and larger tumor sizes, reflecting the aggressive
nature of HCC in these cases. Moreover, elevated cell
proliferation rates are linked to poor prognosis and reduced
overall survival in HCC patients. The E2F target score has
emerged as a potential marker for HCC. The incorporation of
the E2F target score into clinical practice has the potential to
refine risk stratification and treatment decisions for HCC
patients. High-risk patients with elevated scores may benefit
from more aggressive treatment strategies, such as targeted
therapies or immunotherapies, while low-risk patients may
require less intensive interventions. Given the central role of
E2F target genes in HCC pathogenesis, therapies aimed at
modulating E2F activity and downstream signaling pathways are
actively being explored. Small molecule inhibitors targeting
specific components of the E2F pathway may offer new
treatment options for HCC patients. The E2F target score could
serve as a valuable tool in the era of precision medicine.
Tailoring treatment strategies based on a patient's E2F target
score and molecular profile may enhance therapeutic efficacy
and improve outcomes.

The E2F target score is a critical biomarker associated with cell
proliferation and patient survival in hepatocellular carcinoma.
Dysregulation of E2F target genes fuels uncontrolled cell
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strategies targeting E2F-regulated pathways hold potential for 
improving outcomes in HCC patients.
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proliferation, contributing to HCC pathogenesis. High E2F target 
scores correlate with aggressive disease characteristics and poor 
prognosis,  making this score a promising  marker. Therapeutic

Hereditary Genet, Vol.14 Iss.1 No:1000297 (MRPFT) 2


	Contents
	E2F Transcription Factors and Hepatocellular Carcinoma (HCC): Implications for Cell Cycle Regulation
	DESCRIPTION




