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Abstract

Persistent joint inflammation and pain with concomitant joint erosion, characterize Rheumatoid Arthritis (RA). We
used a Fibroblast-like Synovial (FLS) cell line derived from a female rabbit, as a model system for studying the
initiation and attenuation of conditions of RA in vitro. We used two pro-inflammatory cytokines, TNFα and IL-1β to
examine potential inflammatory responses and cartilage erosion exerted by each cytokine alone and/or in
combination. We determined the expression levels of cytokine-induced expression of Cyclooxygenase-2 (COX-2),
production of Prostaglandin E2 (PGE2), release of high mobility group box-1 (HMGB1) protein and the activity of
Metalloproteinase-9 (MMP-9) in FLS cells. Treatment with TNFα alone increased HMGB1 release levels, MMP-9
activity, COX-2 expression and PGE2 production in both concentration- and exposure time-dependent manner. But
treatment with a low concentration of TNF-α in combination with an equivalent concentration of IL-1β produced
similar levels of COX-2 expression and PGE2 production compared with the same concentration of TNF-α alone.
This suggests that the effects observed could only be due to the TNFα. IL-1β did not affect COX-2 expression in a
concentration-dependent manner compared to media control. Treatment with indomethacin or NS392 significantly
decreased TNFα-induced COX-2 expression coupled with decreased PGE2 production and MMP-9 expression. In
addition, anti-TNFα decreased HMGB1 release level, PGE2 production and MMP-9 expression, which support a
critical role for TNFα-induced TNF Receptor (TNFR) activation for these effects. Overall, our results support
treatment approaches in RA that attenuate the effects of TNFα-induced TNFR stimulation on MMP-9 and PGE2
production with HMGB1 release for a more efficacious therapy.
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Introduction
Rheumatoid Arthritis (RA) is a systemic chronic autoimmune

inflammatory disorder [1] that causes more disability than any other
disease [2]. While the exact cause of RA still remains elusive, genetic
and environmental factors are associated with the tendency to develop
the disease [3]. RA is characterized by synovial hyperplasia,
pathophysiological immune responses and progressive erosion of joint
tissue. Different types of cells are involved in the pathogenesis of RA,
which include T helper (Th) cells, antigen presenting cells, endothelial
cells and resident fibroblasts of the synovial membrane [4]. However,
our experimental focus here is on the role of Fibroblast-like Synovial
(FLS) cells that may be engaged in initiation and maintenance of RA

and that can destroy articular cartilage independent of ongoing
inflammation [5-7].

The cytokines are important mediators involved in the immune
reaction and maintenance of homeostasis. An imbalance in the
cytokine network may lead to inflammation and autoimmune diseases
such as RA [8,9]. The excessive production of proinflammatory
cytokines such as tumor necrosis factor (TNFα), interleukin-1 (IL-1β)
and IL-6 by intra-articular macrophages appears to occupy a critical
pathogenic role in the development, progression and maintenance of
the disease. These cytokines, which also include the high mobility
group box 1 (HMGB1) protein [10,11] and IL-17 [12], induce
inflammation of the joints and destruction of bone and cartilage via
activation of macrophages, FLS, Th cells and osteoclasts.

FLS cells play a crucial role in joint damage as well as in propagation
of inflammation [13]. It appears that in response to potent pro-
inflammatory cytokines such as TNFα, FLS cells can produce large
amounts of Matrix Metalloproteinases (MMP), which are key drivers
of Extracellular Matrix (ECM) destruction [14]. There is also growing
evidence that activation of FLS (e.g., by responses of the innate
immune system), is an early step in the development of RA [15,16].
Once activated, FLS can attach to cartilage and bone to cause
progressive erosion of articular structures by producing a variety of
cytokines, chemokines, and extracellular matrix-degrading enzymes
that mediate interactions with the microenvironment of neighboring
cells. It is established that endogenous factors in RA can transform FLS
to a tumor-like phenotype, which is directly or indirectly linked to RA
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development and progression that lead eventually to bone erosion [17].
While the pathogenesis of RA is only partially understood, the
involvement of immune cells and their respective proinflammatory
mediators remains a common hallmark of the disorder [18,19].

Two main proinflammatory cytokines have definitively been shown
to contribute to RA, TNF-α and IL-1β [20,21]. Both cytokines are
pleiotropic with multiple biological effects on different cell types, many
of which are not yet fully understood. The master cytokine that triggers
inflammation and joint destruction is TNF-α as systemic
overexpression of TNF-α gene in transgenic mouse model hTNFtg [22]
is sufficient to initiate chronic synovitis, cartilage destruction and bone
erosion [23].

HMGB1 chromosomal protein, a nuclear DNA-binding protein and
a potent dual action cytokine [24,25] is implicated as an important
mediator of RA [10]. HMGB1 is passively released from necrotic or
stressed cells. But, inflammatory cells can actively secrete HMGB1 to
function as an extracellular signaling molecule for cell migration and
tissue regeneration. Thus, HMGB1 is secreted by cells destined to die
or by activated cells of the innate immunity. Once released, HMGB1
can function as Damage Associated Molecular Pattern (DAMP) to
activate pattern recognition receptors including Toll like receptors 2, 4,
and the receptor for advanced glycation end products (RAGE) [26,27].
Increased levels of HMGB1 are found in the joints of RA patients [28],
and its injection into the joints of naïve mice induced RA-like
conditions [29]. Previously, it has been shown that Interferon-γ (IFN-
γ) plays a role in the regulation of HMGB1 release partially through a
TNFα-dependent mechanism [30].

The biological effects of TNF-α are mediated through two
structurally distinct high affinity membrane receptors expressed on
target cells-TNFR1 (also known as p55) with a molecular weight of 55
kDa, and TNFR2 (or p75) with a molecular size of 75 kDa. These
receptors activate two separate intracellular signaling pathways to gene
transcription [31,32]. TNFR1 is expressed on nearly all cells in the
body, including the entire lymphoid system, whereas TNFR2 exhibits
more restricted expression, being found on certain subpopulations of
immune cells and a few other cell types. The majority of the biological
actions of TNF-α are mediated through TNFR1 [33] since it is widely
expressed. The biological activities of TNF-α account for the
pathological processes that contribute to RA, including recruitment of
inflammatory T cells, B cells, macrophages, synovial cell proliferation,
augmentation of matrix degrading metalloproteinase activity leading
to bone and cartilage destruction [34].

IL-1β, a 17 kDa peptide, is the predominant form of IL-1 and shares
approximately 26% amino acid sequence homology with IL-1α. IL-1β
is produced predominantly by macrophages and monocytes. Other
cells, including endothelial cells, keratinocytes, astrocytes, B
lymphocytes and activated T lymphocytes may also produce IL-1β
[35,36]. There are two types of IL-1 receptors, type I IL-1R and type II
IL-1R. The type I receptor is the functional receptor that exerts the
biological effects of IL-1β [37]. The type II IL-1R acts as a decoy
receptor. The systemic effects of IL-1β are exerted in many
physiological processes in the CNS, bone marrow, blood vessels etc.,
but its local effects on immune system are important in RA. Thus,
IL-1β augments production of T and B-lymphocytes, production of
prostaglandin E2 (PGE2) and proliferation of fibroblasts [38].

Prostaglandin E2 is synthesized from arachidonic acid (AA)
through the Cyclooxygenase (COX) pathway. As the rate-limiting
enzyme that catalyzes the conversion of AA to prostaglandins, there

are two COX isoforms, COX-1 and COX-2 [39]. Both enzymes share at
least 60% homology in their amino acid sequence but differ in their
regulation and expression. Primarily, COX-1 (or prostaglandin
synthase H1) is referred to as a housekeeping enzyme, which is
constitutively expressed in almost all tissues and regulates normal
homeostatic functions. COX-2 (or prostaglandin synthase H2) is the
inducible form of COX and is usually undetectable in most normal
(unstimulated) tissues. However, it is constitutively expressed in
certain areas like the cortex and hippocampus of the brain. The role of
COX-2 expression in exacerbating inflammation and pain has been
established as a key perpetrator in RA [40]. Animal models of RA
suggest that increased COX-2 expression is responsible for increased
PGE2 production in the inflamed synovial tissue [41]. This is the
rationale for the advantageous use of Non-steroidal Anti-inflammatory
Drugs (NSAIDS) to target COX enzymes, which relieves the symptoms
of inflammation and pain in RA [42].

The mechanisms by which bone erosion occurs in RA are not clear.
However, Th17 immune cells play an important role in RA
pathogenesis through several mechanisms. Th17 cells can activate
osteoclasts through IL-17 production. Th17 cells can also activate the
pro-osteoclastogenic cytokines such as IL-1 and TNF-α. Thus, IL-1 and
TNFα can increase receptor activator of nuclear factor kappa-B ligand
(RANKL) [also known as tumor necrosis factor ligand superfamily
member 11 (TNFSF11)], RA expression and promote
osteoclastogenesis [43]. Furthermore, Th17 polarization is activated
with increased TNFα [44].

MMP-9 belongs to a family of zinc-containing endopeptidases that
are involved most prominently in tissue remodeling, but its expression
is not constitutive. It is expressed in macrophages, neutrophils,
chondrocytes and a variety of transformed cell lines [45]. MMP-9
catalytic activity is finely counter-regulated by the activity of
endogenous inhibitors, the Tissue Inhibitors of Matrix
Metalloproteinases (TIMPs), of which four are identified to date.
TIMP-1 can bind specifically to MMP-9 to inhibit its activity. MMP-9
also acts as an important regulatory molecule on the expression of
cytokines and adhesion molecules. Several studies have shown that
there is up regulation of MMPs enzymes especially MMP-9 [46,47] in
the serum and synovial fluid of RA patients. Many extracellular stimuli
such as TNF-α [43,44] and IL-1β [43] regulate MMP-9 expression in
various cell types. Thus, the expression of TNF-α-induced MMP-9 [44]
can be integrated into the signaling networks that augment FLS
activation by degradation of the ECM.

Recently, much attention is placed on the endogenous factors within
FLS, which are directly or indirectly responsible for FLS activation.
Amongst these are inflammatory cytokines, MMP-9, HMGB1 release
and COX-2/PGE2 production as representative endogenous factors.
Based upon the role of FLS, we propose a triad of signaling cross talk
function between cytokines, HMGB1, COX-2/PGE2 and MMP-9 to
maintain and propagate inflammation and pain phenotype in RA [48].
We have designed elegantly simple experiments to test the hypothesis
that proinflammatory cytokines such as TNF-α/IL-1β will enhance the
expression of COX-2 that leads to increased PGE2 production,
HMGB1 release and MMP-9 expression in FLS cells.
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Materials and Methods

Cytokines, antibodies and reagents
Recombinant human tumor necrosis factor-α and anti-human TNF-

α were purchased from Peprotech Inc. (Rocky Hill, NJ). COX-2 and β-
actin affinity-purified goat polyclonal antibodies (C terminus) were
obtained from Santa Cruz Biotechnology Inc. (Santa Cruz, CA),
whereas recombinant human IL-1β was purchased from R&D Systems
Inc. (Minneapolis, MN). Indomethacin (≥99% purity) and NS-398
(purity ≥ 98%) were purchased from Cayman Chemical (Ann Arbor,
MI). Micro BCA™ Protein assay reagent kit was obtained from Pierce,
Rockford, IL. Anti-HMGB1 was obtained from Proteintech
(Rosemont, IL, USA).

Cell culture and treatments
The cell line used for these experiments was HIG-82 rabbit synovial

fibroblast derived from the intra-articular soft tissue of the knee joint
of a young female New Zealand rabbit. Cells were purchased from the
American Tissue Culture (ATCC® CRL-1832™) (Manassas, VA, USA).
Cells were expanded and maintained in HAM F-12 Kaighn’s
modification (Sigma, St. Louis, MO) supplemented with 10% fetal
bovine serum (FBS), Penicillin (100 units/ml) and fungizone (2.5 μg/
ml), at 37°C in an atmosphere of 5% CO2/95% air/100% humidity. We
initiated treatments after the plated cells reached ~75-80% confluency.
Cells were incubated with OPTI-MEM® (Invitrogen Life Technologies,
Carlsbad, CA), a reduced serum medium, for 48 h before treatment
with cytokines to allow time for decay of preformed proteins, following
initial growth in 10% FBS. In the cytokine stimulation studies, TNF-α
and/or IL-1β were dissolved in the OPTI-MEM®. When using
inhibitors and the neutralizing antibody, these were added at least 2 h
before stimulation with TNF-α and/or IL-1β.

Extraction of whole cell protein
Approximately 106 cells were plated per dish 60 mm dish and at

75-80% confluent, media containing 10% FBS was removed and
replaced with OPTI-MEM®, a reduced serum medium. After 48 h, cells
were treated with TNF-α or IL-1β alone or in combination, following
which total protein was extracted. Cells were first rinsed with 0.5 ml
PBS followed by the addition of 300 ul of RIPA buffer [l × PBS, 1% (wt/
vol) Igepal CA-630, 0.5% (wt/vol) sodium deoxycholate and 0.1% (wt/
vol) Sodium Dodecyl Sulfate (SDS)] to each dish. RIPA buffer was
supplemented just before use with l × protease inhibitor cocktail
(AEBSF hydrochloride, aprotinin, protease inhibitor E-64, disodium
EDTA and leupeptin hemisulfate) and sodium orthovanadate (10 μl/
ml). Cells were scraped into the buffer with a sterile plastic cell scraper
and transferred into microfuge tubes. Each dish was rinsed once with
additional 200 ul RIPA buffer and combined with the original cell
lysate. Combined lysates were incubated on ice for 45 min. The
supernatant was collected and stored at -80°C as total protein extract.
Total protein was quantitated spectrophotometrically using Micro
BCA protein Assay reagent kit (Cat. #23235 Pierce; Rockford, Illinois)
and absorbance was measured at 562 nm.

Western blot analysis of COX-2
Protein aliquots containing 10 μg total protein were denatured and

fractionated on precast Tris-glycine gels (4-12%) (Life Technologies,
Pittsburgh), using a Novex X-Cell II electrophoresis cell run at 125
volts for 90 min. Following fractionation, samples were transferred to

PVDF membrane (Millipore) using an X-Cell II blot module
electrophoretic transfer cell. Immunoblot was commenced by blocking
non-specific binding sites on the membrane with blocking buffer [5%
Carnation milk in PBS with Tween (0.05%) (PBS-T) for 90 min at
room temperature followed by washing with (PBS-T) for 30 min.
Membrane was incubated overnight at 4°C with affinity purified goat
anti-COX-2 pAb (1:250-1:1000), and goat anti-β-actin pAb (1:5000)
which was used for normalization. Blot was washed again in PBS-T for
30 min and incubated for 1 h at room temperature with HRP-coupled
anti-goat IgG (1:5000) in 1% Carnation milk in PBS-T. After
incubation, blot was washed and total immunoreactivity was detected
using Supersignal West Pico Chemiluminescent substrate on CL-
Xposure™ X-ray film. The Optical Density (OD) ratio of COX-2 protein
to β-actin protein was obtained by densitometry analysis (Molecular
Dynamics personal densitometer SI, model 375-A, Molecular
Dynamics Inc., Sunnyvale, CA). β-actin signal was used to normalize
for gel loading and PVDF membrane transfer errors.

Measurement of prostaglandin E2 (PGE2)
We used ELISA STAT PGE2 kit to quantify PGE2 secreted into the

media (Cayman Chemical; Ann Arbor, MI). 24 h following different
treatments, culture media was collected, treated with Indomethacin to
inhibit oxidative production of PGE2 and stored at -20°C. This assay
was carried out according to the manufacturer’s instructions. The
intensity of the yellow color, which is inversely proportional to the
amount of PGE2 coated on the wells, was allowed to develop following
the addition of para-nitrophenyl phosphate, and was determined
spectrophotometrically at 405 nm using a microplate reader (Power
Wave with KCA v3.0 software; Bio-Tek Instruments, Inc., Winnooski,
VT).

Matrix metalloproteinase-9 (MMP-9) analysis
We assessed the expression of MMP-9 by ELISA with matrix

metalloproteinase-9 (MMP-9) activity assay (Biotrak system (Cat.
#RPN-2634, GE Healthcare Life Sciences, Pittsburgh, PA). The assay
recognizes both pro and active forms of human MMP-9, but also cross-
reacts with rabbit and mouse samples. However it does not cross react
with other MMPs and Tissue Inhibitors of Matrix Metalloproteinases
(TIMPs). The assay was performed using cell culture supernatant,
collected 24 h after different treatments and stored at -20°C. It is a
non-radioactive microtiter plate based assay that uses the pro-form of
a detection enzyme that can be activated by captured active MMP-9.
The natural activation sequence in the pro-detection enzyme has been
replaced with an artificial sequence recognized by specific MMP-9.
MMP-9 activated detection enzyme was then measured using a specific
chromogenic peptide substrate. Standards and samples were incubated
overnight in microtiter plate coated with anti-MMP-9 antibody.

This allows the MMP-9 present to bind to the wells; the rest of the
sample is removed by washing following overnight incubation. Total
levels of free MMP-9 are measured by activating the pro-MMP-9
standards and samples using p-amino-phenylmercuric acetate
(APMA). After 90 min incubation with the detection reagent (as
specified in the kit) absorbance was read at 405 nm (using a microplate
reader power wave, with KC4 v3.0 software) and concentration of
active MMP-9 was determined by extrapolation from the standard
curve.
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Determination of the effect of TNF-α neutralizing antibody
on PGE2 production and MMP-9 activity

A polyclonal antibody, antihuman TNF-α was used in the study at
100 fold the concentration of TNF-α (the antigen) to determine its
effect on TNF-α-induced PGE2 production and MMP-9 activity.
Approximately 106 cells were plated per petri-dish (60 mm dish). At
75-80% confluency cells were treated with OPTM-MEM® for 48 h prior
to the treatment with anti-TNF-α. Cells were treated with actinomycin
(1 μg/ml); a transcription inhibitor for 1 h, following which the
medium containing actinomycin was removed. Cells were rinsed with
PBS and the cells were treated with anti TNF-α for 1 h following which
TNF-α at a concentration of 1 ng/ml was added. Cells were incubated
for a period of 24 h and cell media was collected. ELISA as described
above was used to determine MMP-9 and PGE2 in media. The media
containing PGE2 were analyzed promptly or treated with
indomethacin (10 μg/ml) before storage to prevent oxidation of PGE2
contents.

Determination of the effect of TNF-α on HMGB1 level and
release
Immunofluorescence of HMGB1: FLS cells were seeded in 8-well

Lab-TekR II chamber slide (Nalge Nunc International, NY) and grown
overnight, followed by incubation in Opti-MEM® I Reduced Serum
Medium. Cells were then treated with TNF-α at 4 and 8 ng/ml or
pretreated with anti-TNF-α antibody for 24 h. After fixing in 4%
formaldehyde in PBS for 10 min at Room Temperature (RT), cells were
permeabilized with 0.2% Triton X-100 in PBS for 1 h. Cells were then
rinsed in PBS, blocked in 5% BSA at RT for 1 h followed by overnight
incubation with gentle shaking at 4°C with primary antibody (1:100,
rabbit polyclonal, anti-HMGB1). After rinsing in PBS, we incubated
cells with FITC conjugated goat anti-rabbit IgG for 1 h and NucBlue R
live cell stain for 15 min. After subsequent washes with PBS, images
were acquired using fluorescence microscopy (Axiovert 200 M; Zeiss)
at excitation and emission wavelengths: ~495/519 nm for FITC and
405/410-550 nm for NucBlue R.

Quantification of total HMGB1 levels by flow cytometry: FLS cells
were grown overnight in 6-well plates at a density of 5 X 105 cells/well.
Cells were treated in Opti-MEM® I Reduced Serum Medium (control),
or TNF-α 4 or 8 ng/ml or pretreated with anti-TNF-α antibody for 24
h. Cells were washed and then incubated with PBS for 15 min at 37°C
followed by transfer into 1.5 ml vials for flow cytometer. Cells were
fixed in 4% formaldehyde in PBS for 10 min at RT, and permeabilized
with 0.2 % Triton X-100 in PBS for 30 min on ice. After rinsing in PBS,
cells were blocked in 5% BSA at room temperature (RT) for 30 min
followed by incubation for 3 h at 4°C with primary antibody (1:100,
rabbit polyclonal, anti-HMGB1) gentle rocking. After rinsing in PBS,
cells were incubated with FITC conjugated goat anti-rabbit IgG for 1 h.
Acquisition and analysis of flow cytometric data were conducted on
FACSCanto™ II flow cytometer (BD Biosciences, San Jose, CA). The
fluorescence intensity corresponding to HMGB1 antibody was
determined using (FITC) filter at excitation/emission of 495/519 nm.
We used the unstained cells as negative controls for HMGB1. For each
parameter investigated, at least 104 events (cells) were analyzed per
sample. The fluorescence intensities data were compared between
different treatments.

Statistical analysis
Data was analyzed with GraphPad Prism 6. Differences between

treatments were assessed by one-way ANOVA followed by Tukey’ test
of multiple comparisons. Results of statistical tests were considered
significant if p<0.05. All the values are expressed as mean ± S.E.M.

Results and Discussion

TNFα, but not IL-1β, increased COX-2 expression in a
concentration and time dependent manner in FLS

Cells were treated for 24 h. The resultant COX-2 expression was
TNF-α concentration-dependent with maximum expression at 10
ng/ml TNF-α (Figure 1). The cytokine significantly increased the
expression of COX-2 at all the five concentrations examined. Increase
in COX-2 expression using 4 ng/ml was significantly higher than at 1
ng/ml, but not different from 8 and 10 ng/ml. Thus concentrations of
1.0 and 4 ng/ml were used in all subsequent experiments. Among the
time points examined (Figure 2), we observed maximum expression of
COX-2 at 24 h and 48 h after treatment on the basis of which we chose
24 h for the time point. Decreased COX-2 expression was observed
after 72 h of treatment leading to the conclusion that TNF-α induction
of COX-2 increased with time up to 48 h before it declined, which was
consistent in all experiments. The Western blot analysis of COX-2/β-
actin expression ratios (Figure 3) upon treatment with different
concentrations of (IL-1β) 1-10 ng/ml showed that treatments were not
significantly different from the control. We chose concentrations of 1
ng/ml and 4 ng/ml for subsequent experiments. Furthermore, IL-1β
treatment at 1-10 ng/ml did not affect IL-1β-mediated COX-2
expression in a concentration-dependent manner.

Figure 1: Western blot analysis showing TNF-α-concentration
dependent induction of COX-2 expression (A), and semi-
quantitative histograms of the Western blot analysis of the OD
ratios of signals of COX-2 to β-actin (B). *p ≤ 0.05; n=5
independent experiments.
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Figure 2: Western blot analysis of COX-2 (A) and time-course
COX-2 expression (B) following treatment with TNF-α (4 ng/ml).
*p ≤ 0.05 compared to their respective controls; n=5 independent
experiments.

Figure 3: Western blot analysis (A), and semi-quantitative
histograms of the Western blot analyses of the OD ratios of signals
of COX-2 to β-actin (B) following treatment with different
concentrations of IL-1β. n=4 independent experiments.

Combined treatment of TNFα and IL-1β increases COX-2
expression and PGE2 production

Western blot analysis for COX-2 expression (Figures 4A and 4B)
following combined treatments with TNF-α and IL-1β showed that
TNF-α alone at 1 ng/ml and 4 ng/ml significantly increased expression
of COX-2 compared to control (P˂0.05 and P˂0.01) respectively.

However, treatment with IL-1β alone at 1 ng/ml or 4 ng/ml did not
significantly affect COX-2 expression compared to the control.
Following combined treatment with TNF-α and IL-1β at equal
concentrations (1 ng/ml each), there was a significant increase in in
COX-2 expression (P˂0.05), suggesting a dominant effect of TNF-α.
The highest expression of COX-2 in the treatments was observed with
combination of TNF-α (4 ng/ml)+IL-1β (1 ng/ml) (P˂0.01). Treatment
with TNF-α at 1 ng/ml and 4 ng/ml also resulted in a significantly
higher production of PGE2 compared to control (P ≤ 0.05 and P ≤
0.01) respectively (Figure 4C), whereas treatment with IL-1β did not.
Consistent with increased COX-2 expression, combination of TNF-α
and IL-1β at equal concentrations (1 ng/ml each), showed a higher
production of PGE2 compared to control (P˂0.05), suggesting again a
dominant effect of TNF-α. Though, other investigators have shown
synergism between IL-1β and TNF-α in primary cultures of articular
chondrocytes and airway smooth muscle [49]. This synergistic effect is
of particular relevance, as increased levels of both of these cytokines
have been reported at the site of inflammation in RA [50]. Our data,
while not in complete agreement with previous studies, may reflect a
decreased expression of IL-1 R1 on HIG-82 cells. Nonetheless, our data
appear to support a relationship between some malignancies and
arthritis [51,52].

Combined treatment with TNFα and IL-1β enhances MPP-9
activity
After treatment with varying concentrations of TNF-α and IL-1β at

1 ng/ml and 4 ng/ml and following combination treatment, we
observed a significantly increased expression of MPP-9 compared to
control (P˂0.05) after treatment with TNF-α alone and following
combination. However, MMP-9 expression after treatment with IL-1β
was not significantly different from control (Figure 4D).

Figure 4: Combined effects of TNF-α and IL-1β on (A and B)
COX-2 expression, (C) PGE2 production and (D) MMP-9 activity.
*p<0.05, **p ≤ 01, #p ≤ 0.001; n=4 independent experiments.

Specific and non-specific blockage of COX-2 activity inhibits
TNFα- and IL-1β-induced PEG2 and MMP-9 synthesis

Following treatment with either specific COX-2 inhibitor (NS-398),
or nonspecific COX-1/COX-2 inhibitor (Indomethacin), PGE2
production was significantly decreased (P ≤ 0.01) to the control level.
The inhibitors also reduced the MMP-9 activity significantly (P˂0.05)
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compared to TNF-α treatment alone in the absence of the inhibitor.
Currently Celebrex® (Celecoxib; Pharmacia) and Vioxx® (Rofecoxib;
Merck) as relatively specific COX-2 are in the market. With this in
mind, we designed our study with non-selective COX-1/COX-2
(Indomethacin) as well as a selective inhibitor of COX-2 (NS-398) [38]
to delineate the contributions of COX-1 and COX-2 in TNF-α-
mediated induction of COX-2, MMP-9 and PGE2. We assessed the
effects of these inhibitors on PGE2 production and MMP-9 activity.

We incorporated in the experimental design a positive control by
treating cells with TNF-α alone at a concentration of 1 ng/ml, thus
enabling comparison of the inhibitor data to two controls, vehicle
control (no treatment) and the treatment control (TNF-α 1 ng/ml).
With the working Indomethacin concentration, we assumed that all of
COX-1 activity would be inhibited and the PGE2 produced would be
solely due to COX-2, whereas at 5 μM concentration of NS-398 [IC50
values for human recombinant COX-1 and -2 are 75 and 1.77 µM,
respectively] the result would be solely due to COX-1 activity, as
COX-2 would be completely inhibited. The data obtained (Figures 5A
and 5B) indicated that there was a marked decrease in the production
of PGE2 as well as in the expression of MMP-9. Compared to TNF-α (1
ng/ml), PGE2 levels were significantly reduced on treatment with the
inhibitors supporting and confirming their use in anti-rheumatic
therapy. Reduction in the MMP-9 levels upon treatment with the
inhibitors broadened their therapeutic usefulness in RA. This study
suggests that Indomethacin and NS-398 not only reduce inflammation
and pain by decreasing PGE2 levels but also play a role in reducing
matrix degradation and subsequent joint destruction by inhibiting
MMP-9 activity.

Figure 5: Histograms showing the effects of non-specific COX-1/
COX-2 (Indomethacin) and relatively specific COX-2 (NS-398)
inhibitors on PGE2 (A) and MMP-9 (B) production following
treatment with TNF-α (1 ng/ml). *p<0.01 compared to the control,
+p<0.05 compared to TNF-α (1 ng/ml); n=3 independent
experiments.

TNF-α neutralizing antibody inhibits PGE2 production and
MMP-9 activity

We then evaluated the effect of neutralizing TNF-α with anti-TNF-α
pAb on the PGE2 production and MMP-9 activity. A significant

reduction in the production of PGE2 (P ≤ 0.05) and in the MMP-9
levels was observed to control levels (Figures 6A and 6B). The data
suggests that utilizing this technique may be more advantageous in
reducing pain and joint destruction. The accompanying decrease in
MMP-9 levels suggests that anti-TNFα can significantly alleviate
matrix degradation and subsequent joint destruction.

Figure 6: Histograms showing the effects of TNF-α neutralizing
antibody on TNF-α-induced (A) PGE2 production and (B) MMP-9
activity. *p<0.001 compared to the control, +p<0.05 compared to
TNF-α (1 ng/ml); n=4 independent experiments.

Treatment with TNF-α increased HMGB1 release, which is
inhibited by TNF-α neutralizing antibody

Treatment of FLS with TNF-α increased the levels of extranuclear/
cytoplasmic HMGB1 released in a TNF-α concentration-dependent
manner (Figures 7A-7C). The TNFα-induced release is inhibited by
prior or co-incubation with TNF-α neutralizing antibody suggesting
that the release must be due to TNF-R activation/stimulation.
Presumably, the released HMGB1 can also stimulate FLS cells directly
by binding to toll-like receptor 4 (TLR4) [53].

In addition to potentially stimulating cells directly, HMGB1 can
form immunostimulatory complexes with IL-1β, the TLR4 LPS and
other endogenous and exogenous factors to promote inflammatory
activity [54-56]. Furthermore, once released, HMGB1 might generate a
positive feedback loop and induce production of several
proinflammatory cytokines such as TNF-α, IL-1β and IL-6 by
macrophages and dendritic cells, thereby sustaining prolonged
inflammatory phenotype [57]. Curiously, HMGB1 released in
rheumatoid synovitis was not consistently inhibited in vivo by TNFα
receptor fusion proteins as well as novel TNFα mAb (Infliximab)
blocking therapy [58]. Our present data leave doubt as for whether
extra nuclear HMGB1 in synovitis represents TNFα-independent
molecule that may be considered a separate pool of HMGB1.
Therefore, the question regarding a functional relationship between
TNF receptor stimulation and HMGB1 release while therapeutically
pertinent in RA is not clarified in this model. Moreover, the complexity
of FLS cell activation [6] raises the question as to what extent the
inhibition of TNFα alone can influence the long-term outcome of RA.
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Figure 7: Effect of differing TNFα concentrations on HMGB1 release following incubations of FLS. (A) Immunofluorescence representation of
the levels of HMGB1 released following treatments with 4 ng/ml and 8 ng/ml TNFα for 24 h, (B) Representative tracings of flow cytometric
analyses of HMGB1 accumulation following preincubation with anti-TNFα followed by stimulation with different TNFα concentrations and
(C) Quantitative analyses of tracings from (B) show changes in fluorescence intensity expressed as fold changes from control treatment. The
data in (C) represent multiple independent experiments conducted in duplicates (n=4; #p ≤ 0.05; *p ≤ 0.1).

Conclusion
We have shown a triad of signaling pathway (Figure 8) in which

TNF-α up-regulates COX-2 expression with increased PGE2
production in the FLS cells leading to increased activation of MMP-9
expression and enhanced HMGB1 release to potentially propagate and
maintain RA pathogenesis. Therefore, we have integrated TNFα-
induced MMP-9 activity with cytokine/HMGB1 signaling networks
that may augment joint inflammation by degradation of ECM that
potentially maintain inflammation and pain in RA. We can thus
conclude that TNF-α plays a dominant role in enhancing COX-2
expression, PGE2 production, MMP-9 activity and increased HMGB1
release in this fibroblast cell line. Our study supports a combination
therapy of robust MMP-9 and COX-2 inhibitors as a viable therapeutic
approach for RA, which remains a formidable clinical problem despite
the remarkable advances of recent years. Whereas inflammatory
cytokines are now firmly established as therapeutic targets, with
blockade of TNF-α providing a benchmark for the development of new
therapies, it is harder to define what constitutes a “good” clinical target
from a preclinical modeling/perspective. TNF-α and IL-1β play a
prominent role in the exacerbation of inflammation in RA, as
evidenced by increased expression of COX-2 following direct
treatment with either TNFα and/or IL-1β. TNF-α-induced COX-2
expression is time and concentration dependent in this rabbit synovial
fibroblast model. This is in contrast to IL-1β-mediated COX-2, which
was not, at least within the concentration range we studied, which may

be attributed to low expression of IL-1 type 1 receptor density in this
cell line. Combined treatment with TNF-α and IL-1β at various low
concentrations displayed a TNFα-dependent dominant effect in
inducing COX-2 expression, PGE2 production and enhancing the
MMP-9 activity. Overall, in comparison to IL-1β, TNF-α exerted a
more robust expression of COX-2/PGE2 and MMP-9, and may play a
dominant role in initiating and maintaining the inflammatory cascade
in vivo in the synovium. Non-specific COX-1/COX-2 inhibitor
(Indomethacin) and specific COX-2 inhibitor (NS-398) significantly
reduced TNF-α induced PGE2 production and MMP-9 activity,
thereby supporting their role in pharmacotherapy to reduce joint
inflammation, pain and subsequent joint destruction. Neutralization of
TNF-α with anti-TNF-α yielded a marked decrease in the production
of PGE2 and expression of MMP-9. This, once again, supports the
potential role of TNF-α in inflammation and in inducing tissue
damage, thus supporting the necessity for reducing TNF-α level in RA.
Our overall data indicate that neutralizing TNF-α may be
advantageous not only in alleviating pain and inflammation, but also
in preventing the matrix degradation and joint destruction caused by
MMP-9.
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Figure 8: Schematic representation of a hypothetical triad of
interaction between TNF-α, COX-2/PGE2, MMP-9 expression and
HMGB1 release. The diagram shows that TNF-α treatment
increases COX-2 expression, MMP-9 activity and HMGB1release,
whereas inhibition of COX-2 activity reduces PGE2 production and
MMP-9 activity. Furthermore, neutralizing TNFα with anti-TNFα
antibody reduces PGE2 production, MMP-9 and HMGB1 levels.
Inhibition of COX-2 expression and neutralization of TNF-α would
reduce PGE2 production, and MMP-9 activity and HMGB1 release
might be reduced directly by neutralizing TNF-α and via indirect
action through COX-2 inhibition.

Finally, and crucially, the increasing number of cytokine inhibitors
now available provides an invaluable tool to more carefully define RA
pathogenesis, which in turn may lead to a more rational design of
novel therapeutics in the future. The current RA therapy still fails to
fully understand the interactions that subserve the cytokine networks
in vivo. However, our results support therapeutic approaches in RA
that will block the effects of TNFα/IL-1β on MMP-9 and PGE2
production with decreased extranuclear HMGB1 release for a more
efficacious therapy.

Competing Interests
The authors declare that they have no competing interests.

Funding
The project was funded by the University of Missouri Research

Board (UMRB) grant to OJI.

Authors' Contribution
AA-A and SS performed the experiments and contributed equally

on the manuscript: OJI conceived and designed the study, and both
AA-A and OJI wrote the paper.

References
1. Zinkernagel RM (2001) Maternal antibodies, childhood infections, and

autoimmune diseases. N Engl J Med 345: 1331-1335.
2. Hoy DG, Smith E, Cross M, Sanchez-Riera L, Blyth FM, et al. (2015)

Reflecting on the global burden of musculoskeletal conditions: lessons
learnt from the global burden of disease 2010 study and the next steps
forward. Ann Rheum Dis 74: 4-7.

3. Albani S, Carson DA, Roudier J (1992) Genetic and environmental
factors in the immune pathogenesis of rheumatoid arthritis. Rheum Dis
Clin North Am18: 729-1740.

4. Müller-Ladner U, Pap T (2005) Pathogenesis of RA: more than just
immune cells. Z Rheumatol 64: 396-401.

5. Huber LC, Distler O, Tarner I, Gay RE, Gay S, et al. (2006) Synovial
fibroblasts: key players in rheumatoid arthritis. Rheumatology 45:
669-675.

6. Pap T, Müller-Ladner U, Gay RE, Gay S (2000) Fibroblast biology. Role of
synovial fibroblasts in the pathogenesis of rheumatoid arthritis. Arthritis
Res 2: 361-367.

7. Seemayer CA, Distler O, Kuchen S, Müller-Ladner U, Michel BA, et al.
(2001) Rheumatoid arthritis: new developments in the pathogenesis with
special reference to synovial fibroblasts. Z Rheumatol 60: 309-318.

8. Brennan FM, McInnes IB (2008) Evidence that cytokines play a role in
rheumatoid arthritis. J Clin Invest 118: 3537-3545.

9. Kaneko S, Kondo Y, Yokosawa M, Sumida T (2016) Rheumatoid arthritis
and cytokines. In: Rinsho N (ed.) Jpn J Clin Med 74: 913-918.

10. Andersson U, Erlandsson-Harris H (2004) HMGB1 is a potent trigger of
arthritis. J Intern Med 255: 344-350.

11. Harris HE, Andersson U, Pisetsky DS (2012) HMGB1: a multifunctional
alarmin driving autoimmune and inflammatory disease. Nat Rev
Rheumatol 8: 195-202.

12. Azizi G, Jadidi-Niaragh F, Mirshafiey A (2013) Th17 Cells in
Immunopathogenesis and treatment of rheumatoid arthritis. Int J Rheum
Dis 16: 243-253.

13. Mor A, Abramson SB, Pillinger MH (2005) The fibroblast-like synovial
cell in rheumatoid arthritis: a key player in inflammation and joint
destruction. Clin Immunol 115: 118-128.

14. Chakraborti S, Mandal M, Das S, Mandal A, Chakraborti T (2003)
Regulation of matrix metalloproteinases: an overview. Mol Cell Biochem
253: 269-285.

15. Lafyatis R, Remmers EF, Roberts AB, Yocum DE, Sporn MB, et al. (1989)
Anchorage-independent growth of synoviocytes from arthritic and
normal joints. Stimulation by exogenous platelet-derived growth factor
and inhibition by transforming growth factor-beta and retinoids. J Clin
Invest 83: 1267-1276.

16. Whitaker JW, Shoemaker R, Boyle DL, Hillman J, Anderson D, et al.
(2013) An imprinted rheumatoid arthritis methylome signature reflects
pathogenic phenotype. Genome Med 5: 40.

17. Lowin T, Straub RH (2015) Synovial fibroblasts integrate inflammatory
and neuroendocrine stimuli to drive rheumatoid arthritis. Expert Rev
Clin Immunol 11: 1069-1071.

18. Smith JB, Haynes MK (2002) Rheumatoid arthritis–a molecular
understanding. Ann Intern Med 136: 908-922.

19. Mateen S, Zafar A, Moin S, Khan AQ, Zubair S (2016) Understanding the
role of cytokines in the pathogenesis of rheumatoid arthritis. Clin Chim
Acta 455: 161-171.

20. Feldmann M, Brennan FM, Foxwell BM, Maini RN (2001) The role of
TNF alpha and IL-1 in rheumatoid arthritis. Curr Dir Autoimmun 3:
188-199.

21. Barbara JAJ, Osrade XV, Lopez AF (1996) Tumour necrosis factor–alpha
(TNF-α): the good, the bad and potentially very effective. Immunol Cell
Biol 74: 434-443.

22. Keffer J, Probert L, Cazlaris H, Georgopoulos S, Kaslaris E, et al. (1991)
Transgenic mice expressing human tumour necrosis factor: a predictive
genetic model of arthritis. EMBO J 10: 4025-4031.

23. Zwerina J, Hayer S, Tohidast-Akrad M, Bergmeister H, Redlich K, et al.
(2004) Single and combined inhibition of tumor necrosis factor,
interleukin-1, and RANKL pathways in tumor necrosis factor-induced
arthritis: effects on synovial inflammation, bone erosion, and cartilage
destruction. Arthritis Rheum 50: 277-290.

24. Kokkola R, Sundberg E, Ulfgren AK, Palmblad K, Li J, et al. (2002) High
mobility group box chromosomal protein 1: a novel proinflammatory
mediator in synovitis. Arthritis Rheum 46: 2598-2603.

Citation: Alsousi AA, Siddiqui S, Igwe OJ (2017) Cytokine-mediated Differential Regulation of Cyclooxygenase-2, High Mobility Group Box 1
Protein and Matrix Metalloproteinase-9 Expression in Fibroblast-like Synovial Cells. Clin Exp Pharmacol 7: 240. doi:
10.4172/2161-1459.1000240

Page 8 of 9

Clin Exp Pharmacol, an open access journal
ISSN: 2161-1459

Volume 7 • Issue 4 • 1000240

https://doi.org/10.1056/nejmra012493
https://doi.org/10.1056/nejmra012493
https://doi.org/10.1136/annrheumdis-2014-205393
https://doi.org/10.1136/annrheumdis-2014-205393
https://doi.org/10.1136/annrheumdis-2014-205393
https://doi.org/10.1136/annrheumdis-2014-205393
https://doi.org/10.1007/s00393-005-0772-y
https://doi.org/10.1007/s00393-005-0772-y
https://doi.org/10.1093/rheumatology/kel065
https://doi.org/10.1093/rheumatology/kel065
https://doi.org/10.1093/rheumatology/kel065
https://doi.org/10.1186/ar113
https://doi.org/10.1186/ar113
https://doi.org/10.1186/ar113
https://doi.org/10.1172/jci36389
https://doi.org/10.1172/jci36389
https://doi.org/10.1038/nrrheum.2011.222
https://doi.org/10.1038/nrrheum.2011.222
https://doi.org/10.1038/nrrheum.2011.222
https://doi.org/10.1111/1756-185x.12132
https://doi.org/10.1111/1756-185x.12132
https://doi.org/10.1111/1756-185x.12132
https://doi.org/10.1016/j.clim.2004.12.009
https://doi.org/10.1016/j.clim.2004.12.009
https://doi.org/10.1016/j.clim.2004.12.009
https://doi.org/10.1023/A:1026028303196
https://doi.org/10.1023/A:1026028303196
https://doi.org/10.1023/A:1026028303196
https://doi.org/10.1172/jci114011
https://doi.org/10.1172/jci114011
https://doi.org/10.1172/jci114011
https://doi.org/10.1172/jci114011
https://doi.org/10.1172/jci114011
https://doi.org/10.1186/gm444
https://doi.org/10.1186/gm444
https://doi.org/10.1186/gm444
https://doi.org/10.1586/1744666x.2015.1066674
https://doi.org/10.1586/1744666x.2015.1066674
https://doi.org/10.1586/1744666x.2015.1066674
https://doi.org/10.7326/0003-4819-136-12-200206180-00012
https://doi.org/10.7326/0003-4819-136-12-200206180-00012
https://doi.org/10.1016/j.cca.2016.02.010
https://doi.org/10.1016/j.cca.2016.02.010
https://doi.org/10.1016/j.cca.2016.02.010
https://doi.org/10.1159/000060522
https://doi.org/10.1159/000060522
https://doi.org/10.1159/000060522
https://doi.org/10.1038/icb.1996.73
https://doi.org/10.1038/icb.1996.73
https://doi.org/10.1038/icb.1996.73
http://www.biomedcode.com/system/uploads/asset/data/63/1991-Keffer-Transgenic-mice-expressing-TNF-EMBOJ.pdf
http://www.biomedcode.com/system/uploads/asset/data/63/1991-Keffer-Transgenic-mice-expressing-TNF-EMBOJ.pdf
http://www.biomedcode.com/system/uploads/asset/data/63/1991-Keffer-Transgenic-mice-expressing-TNF-EMBOJ.pdf
https://doi.org/10.1002/art.11487
https://doi.org/10.1002/art.11487
https://doi.org/10.1002/art.11487
https://doi.org/10.1002/art.11487
https://doi.org/10.1002/art.11487
https://doi.org/10.1002/art.10540
https://doi.org/10.1002/art.10540
https://doi.org/10.1002/art.10540


25. Erlandsson Harris H, Andersson U (2004) Mini-review: The nuclear
protein HMGB1 as a proinflammatory mediator. Eur J Immunol 34:
1503-1512.

26. Park JS, Svetkauskaite D, He Q, Kim JY, Strassheim D, et al. (2004)
Involvement of toll-like receptors 2 and 4 in cellular activation by high
mobility group box 1 protein. J Biol Chem 279: 7370-7377.

27. Hori O, Brett J, Slattery T, Cao R, Zhang J, et al. (1995) The receptor for
advanced glycation end products (RAGE) is a cellular binding site for
amphoterin. Mediation of neurite outgrowth and co-expression of rage
and amphoterin in the developing nervous system. J Biol Chem 270:
25752-25761.

28. Taniguchi N, Kawahara K, Yone K, Hashiguchi T, Yamakuchi M, et al.
(2003) High mobility group box chromosomal protein 1 plays a role in
the pathogenesis of rheumatoid arthritis as a novel cytokine. Arthritis
Rheum 48: 971-981.

29. Pullerits R, Jonsson IM, Verdrengh M, Bokarewa M, Andersson U, et al.
(2003) High mobility group box chromosomal protein 1, a DNA binding
cytokine, induces arthritis. Arthritis Rheum 48: 1693-1700.

30. Rendon-Mitchell B, Ochani M, Li J, Han J, Wang H, et al. (2003) IFN-
gamma induces high mobility group box 1 protein release partly through
a TNF-dependent mechanism. J Immunol 170: 3890-3897.

31. Cabal-Hierro L, Lazo PS (2012) Signal transduction by tumor necrosis
factor receptors. Cell Sig 24: 1297-1305.

32. Aggarwal BB (2003) Signalling pathways of the TNF superfamily: a
double-edged sword. Nat Rev Immunol 3: 745-756.

33. Pincheira R, Castro AF, Ozes ON, Idumalla PS, Donner DB (2008) Type 1
TNF receptor forms a complex with and uses Jak2 and c-Src to selectively
engage signaling pathways that regulate transcription factor activity. J
Immunol 181: 1288-1289.

34. Keystone EC (2001) Tumor necrosis factor-α blockade in the treatment of
rheumatoid arthritis. Rheum Dis Clin North Am 27: 427-443.

35. Miossec P (1987) The role of interleukin-1 in the pathogenesis of
rheumatoid arthritis. Clin Exp Rheumatol 5: 305-308.

36. Miossec P (2001) Cytokines in rheumatoid arthritis: Is it all TNF-α? Cell
Mol Biol 47: 675-678.

37. Arend WP (2001) Cytokine imbalance in the pathogenesis of rheumatoid
arthritis: the role of interleukin-1 receptor antagonist. Semin Arthritis
Rheum 30: 1-6.

38. Funk CD (2001) Prostaglandins and leukotrienes: advances in eicosanoid
biology. Science 294: 1871-1875.

39. DuBois RN, Abramson SB, Crofford L, Gupta RA, Simon LS, et al. (1998)
Cyclooxygenase in biology and disease. FASEB J 12: 1063-1073.

40. Kang RY, Friere-Moar J, Sigal E, Chu CQ (1996) Expression of
cyclooxygenase-2 in human and animal model of rheumatoid arthritis. Br
J Rheum 35: 711-718.

41. Anderson GD, Hauser SD, McGarity KL, Bremer ME, Isakson PC, et al.
(1996) Selective inhibition of cyclooxygenase-2 (COX-2) reverses
inflammation and expression of COX-2 and interleukin 6 in rat adjuvant
arthritis. J Clin Invest 97: 2672-2679.

42. Berenbaum F, Jacques C, Thomas G, Corvol MT, Béréziat G, et al. (1996)
Synergistic effect of interleukin-1 beta and tumor necrosis factor alpha on
PGE2 production by articular chondrocytes does not involve PLA2
stimulation. Exp Cell Res 222: 379-384.

43. Lee CW, Lin CC, Lin WN, Liang KC, Luo SF, et al. (2007) TNF-alpha
induces MMP-9 expression via activation of Src/EGFR, PDGFR/
PI3K/Akt cascade and promotion of NF-kappaB/p300 binding in human
tracheal smooth muscle cells. Am J Physiol Lung Cell Mol Physiol 292:
L799-L812.

44. IT, Lin CC, Wu YC, Yang CM (2010) TNF-alpha induces matrix
metalloproteinase-9 expression in A549 cells: role of TNFR1/TRAF2/
PKCalpha-dependent signaling pathways. J Cell Physiol 224: 454-464.

45. Montgomery AMP, Sabzevari H, Reisfeld RA (1993) Production and
regulation of gelatinase B by human T-cells. Biochim Biophys Acta 1176:
265-268.

46. Kaneko M, Tomita T, Nakase T, Ohsawa Y, Seki H, et al. (2001)
Expression of proteinases and inflammatory cytokines in subchondral
bone regions in the destructive joint of rheumatoid arthritis.
Rheumatology 40: 247-255.

47. Mengshol JA, Mix KS, Brinckerhoff CE (2002) Matrix metalloproteinases
as therapeutic targets in arthritic diseases. Arthritis Rheum 46: 13-20.

48. Yokoo T, Kitamura M (1996) Dual regulation of IL-1 beta-mediated
matrix metalloproteinase-9 expression in mesangial cells by NF-kappa B
and AP-1. Am J Physiol 270: F123-F130.

49. Moore PE, Lahiri T, Laporte JD, Church T, Panettieri RA, et al. (2001)
Selected contribution: synergism between TNF-alpha and IL-1 beta in
airway smooth muscle cells: implications for beta-adrenergic
responsiveness. J Appl Physiol 91: 1467-1474.

50. Jenkins JK, Hardy KJ, McMurray RW (2002) The pathogenesis of
rheumatoid arthritis: a guide to therapy. Am J Med Sci 323: 171-180.

51. Love T, Solomon DH (2008) The relationship between cancer and
rheumatoid arthritis: still a large research agenda. Arthritis Res Ther 10:
109.

52. Itatsu K, Sasaki M, Yamaguchi J, Ohira S, Ishikawa A, et al. (2009)
Cyclooxygenase-2 is involved in the up-regulation of matrix
metalloproteinase-9 in cholangiocarcinoma induced by tumor necrosis
factor-alpha. Am J Pathol 174: 829-841.

53. Zhang Y, Karki R, Igwe OJ (2015) Toll-like receptor 4 signaling: A
common pathway for interactions between prooxidants and extracellular
disulfide high mobility group box 1 (HMGB1) protein-coupled
activation. Biochem Pharmacol 98: 132-143.

54. Bianchi ME (2009) HMGB1 loves company. J Leukoc Biol 86: 573-576.
55. Wähämaa H, Schierbeck H, Hreggvidsdottir HS, Palmblad K, Aveberger

AC, et al. (2011) High mobility group box protein 1 in complex with
lipopolysaccharide or IL-1 promotes an increased inflammatory
phenotype in synovial fibroblasts. Arthritis Res Ther 13: R136.

56. Hreggvidsdottir HS, Ostberg T, Wähämaa H, Schierbeck H, Aveberger
AC, et al. (2009) The alarmin HMGB1 acts in synergy with endogenous
and exogenous danger signals to promote inflammation. J Leukoc Biol 86:
655-662.

57. Andersson U, Wang H, Palmblad K, Aveberger AC, Bloom O, et al. (2000)
High mobility group 1 protein (HMG-1) stimulates proinflammatory
cytokine synthesis in human monocytes. J Exp Med 192: 565-570.

58. Sundberg E, Grundtman C, Af Klint E, Lindberg J, Ernestam S, et al.
(2008) Systemic TNF blockade does not modulate synovial expression of
the pro-inflammatory mediator HMGB1 in rheumatoid arthritis
patients--a prospective clinical study. Arthritis Res Ther 10: R33.

 

Citation: Alsousi AA, Siddiqui S, Igwe OJ (2017) Cytokine-mediated Differential Regulation of Cyclooxygenase-2, High Mobility Group Box 1
Protein and Matrix Metalloproteinase-9 Expression in Fibroblast-like Synovial Cells. Clin Exp Pharmacol 7: 240. doi:
10.4172/2161-1459.1000240

Page 9 of 9

Clin Exp Pharmacol, an open access journal
ISSN: 2161-1459

Volume 7 • Issue 4 • 1000240

https://doi.org/10.1002/eji.200424916
https://doi.org/10.1002/eji.200424916
https://doi.org/10.1002/eji.200424916
https://doi.org/10.1074/jbc.m306793200
https://doi.org/10.1074/jbc.m306793200
https://doi.org/10.1074/jbc.m306793200
https://doi.org/10.1074/jbc.270.43.25752
https://doi.org/10.1074/jbc.270.43.25752
https://doi.org/10.1074/jbc.270.43.25752
https://doi.org/10.1074/jbc.270.43.25752
https://doi.org/10.1074/jbc.270.43.25752
https://doi.org/10.1002/art.10859
https://doi.org/10.1002/art.10859
https://doi.org/10.1002/art.10859
https://doi.org/10.1002/art.10859
https://doi.org/10.1002/art.11028
https://doi.org/10.1002/art.11028
https://doi.org/10.1002/art.11028
https://doi.org/10.4049/jimmunol.170.7.3890
https://doi.org/10.4049/jimmunol.170.7.3890
https://doi.org/10.4049/jimmunol.170.7.3890
https://doi.org/10.1016/j.cellsig.2012.02.006
https://doi.org/10.1016/j.cellsig.2012.02.006
https://doi.org/10.1038/nri1184
https://doi.org/10.1038/nri1184
https://doi.org/10.4049/jimmunol.181.2.1288
https://doi.org/10.4049/jimmunol.181.2.1288
https://doi.org/10.4049/jimmunol.181.2.1288
https://doi.org/10.4049/jimmunol.181.2.1288
https://doi.org/10.1016/s0889-857x(05)70211-8
https://doi.org/10.1016/s0889-857x(05)70211-8
http://europepmc.org/abstract/med/11502074
http://europepmc.org/abstract/med/11502074
https://doi.org/10.1053/sarh.2001.23693
https://doi.org/10.1053/sarh.2001.23693
https://doi.org/10.1053/sarh.2001.23693
https://doi.org/10.1126/science.294.5548.1871
https://doi.org/10.1126/science.294.5548.1871
http://www.fasebj.org/content/12/12/1063.abstract
http://www.fasebj.org/content/12/12/1063.abstract
https://doi.org/10.1093/rheumatology/35.8.711
https://doi.org/10.1093/rheumatology/35.8.711
https://doi.org/10.1093/rheumatology/35.8.711
https://doi.org/10.1172/jci118717
https://doi.org/10.1172/jci118717
https://doi.org/10.1172/jci118717
https://doi.org/10.1172/jci118717
https://doi.org/10.1006/excr.1996.0047
https://doi.org/10.1006/excr.1996.0047
https://doi.org/10.1006/excr.1996.0047
https://doi.org/10.1006/excr.1996.0047
https://doi.org/10.1152/ajplung.00311.2006
https://doi.org/10.1152/ajplung.00311.2006
https://doi.org/10.1152/ajplung.00311.2006
https://doi.org/10.1152/ajplung.00311.2006
https://doi.org/10.1152/ajplung.00311.2006
https://doi.org/10.1002/jcp.22142
https://doi.org/10.1002/jcp.22142
https://doi.org/10.1002/jcp.22142
https://doi.org/10.1016/0167-4889(93)90054-s
https://doi.org/10.1016/0167-4889(93)90054-s
https://doi.org/10.1016/0167-4889(93)90054-s
https://doi.org/10.1093/rheumatology/40.3.247
https://doi.org/10.1093/rheumatology/40.3.247
https://doi.org/10.1093/rheumatology/40.3.247
https://doi.org/10.1093/rheumatology/40.3.247
https://doi.org/10.1002/1529-0131(200201)46:1%3C13::aid-art497%3E3.0.co;2-s
https://doi.org/10.1002/1529-0131(200201)46:1%3C13::aid-art497%3E3.0.co;2-s
https://doi.org/10.1097/00000441-200204000-00002
https://doi.org/10.1097/00000441-200204000-00002
https://doi.org/10.1186/ar2417
https://doi.org/10.1186/ar2417
https://doi.org/10.1186/ar2417
https://doi.org/10.2353/ajpath.2009.080012
https://doi.org/10.2353/ajpath.2009.080012
https://doi.org/10.2353/ajpath.2009.080012
https://doi.org/10.2353/ajpath.2009.080012
https://doi.org/10.1016/j.bcp.2015.08.109
https://doi.org/10.1016/j.bcp.2015.08.109
https://doi.org/10.1016/j.bcp.2015.08.109
https://doi.org/10.1016/j.bcp.2015.08.109
https://doi.org/10.1189/jlb.1008585
https://doi.org/10.1186/ar3450
https://doi.org/10.1186/ar3450
https://doi.org/10.1186/ar3450
https://doi.org/10.1186/ar3450
https://doi.org/10.1189/jlb.0908548
https://doi.org/10.1189/jlb.0908548
https://doi.org/10.1189/jlb.0908548
https://doi.org/10.1189/jlb.0908548
https://doi.org/10.1084/jem.192.4.565
https://doi.org/10.1084/jem.192.4.565
https://doi.org/10.1084/jem.192.4.565
https://doi.org/10.1186/ar2387
https://doi.org/10.1186/ar2387
https://doi.org/10.1186/ar2387
https://doi.org/10.1186/ar2387

	Contents
	Cytokine-mediated Differential Regulation of Cyclooxygenase-2, High Mobility Group Box 1 Protein and Matrix Metalloproteinase-9 Expression in Fibroblast-like Synovial Cells
	Abstract
	Keywords:
	Abbreviations:
	Introduction
	Materials and Methods
	Cytokines, antibodies and reagents
	Cell culture and treatments
	Extraction of whole cell protein
	Western blot analysis of COX-2
	Measurement of prostaglandin E2 (PGE2)
	Matrix metalloproteinase-9 (MMP-9) analysis
	Determination of the effect of TNF-α neutralizing antibody on PGE2 production and MMP-9 activity
	Determination of the effect of TNF-α on HMGB1 level and release
	Statistical analysis

	Results and Discussion
	TNFα, but not IL-1β, increased COX-2 expression in a concentration and time dependent manner in FLS
	Combined treatment of TNFα and IL-1β increases COX-2 expression and PGE2 production
	Combined treatment with TNFα and IL-1β enhances MPP-9 activity
	Specific and non-specific blockage of COX-2 activity inhibits TNFα- and IL-1β-induced PEG2 and MMP-9 synthesis
	TNF-α neutralizing antibody inhibits PGE2 production and MMP-9 activity
	Treatment with TNF-α increased HMGB1 release, which is inhibited by TNF-α neutralizing antibody

	Conclusion
	Competing Interests
	Funding
	Authors' Contribution
	References


