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Proteolysis is one of the most important biochemical events that occur during ripening. The hydrolysis of intact caseins 
into peptides and free amino acids is one of the driving forces for changes in biochemical and functional characteristics of 

cheeses during ripening. Proteolysis in cheeses leads to the production of a wide range of peptides of different sizes and a pool 
of free amino acids, the concentration of which depends on the cheese variety. The concentration of amino acids in cheese at 
a given stage of ripening is the net result of the liberation of amino acids from the caseins by proteolysis and their catabolism 
or transformation into other amino acids by the cheese microflora. The starter is the principal source of peptidases in cheese 
which are responsible for the hydrolysis of short peptides and the liberation of amino acids. Amino acids and small peptides 
were hypothesized to be mainly responsible for the basic taste of cheese. The breakdown of para-casein to amino acids and 
peptides by a combined action of chymosin and proteinases and/or peptidases of the starter bacteria is generally considered 
to be the most important aspect of cheese ripening. The peptides and the amino acids released also contribute to and act as 
precursors for flavor development in cheese. There are a number of different pathways for amino acid catabolism with each 
pathway producing different compounds. The pattern of proteolysis (i.e., the relative concentrations of different peptides and 
amino acids) is very variable and is essentially unique to a particular variety. In conclusion, it is of great importance to the 
cheese industry to be able to predict and control and particularly accelerate the primary proteolysis or the breakdown of the 
caseins into peptides and the secondary proteolysis of the peptides by the starter culture enzymes into smaller peptides and 
free amino acids.
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