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Duvernoy’s gland secretion of Philodryas patagoniensis: A new approach to drug development
Juliana C Badari
Butantan Institute, Brazil

The snake venoms are biological resources with great pharmacological competence. The secretion produced by Philodryas 
patagoniensis Girard (1857) has been studied at proteomic levels aiming to characterize components and better understand 

the biological things of the material. It has already been shown that the molecules of snake venoms exhibit high therapeutic 
potential, among them relevant antimicrobial action. Our proposal in this study is carried out prospection of molecules with 
antimicrobial activity in Duvernoy secretions gland of P. patagoniensis. Therefore, purification steps were performed through 
RP-HPLC, looking to purify the molecules. The eluted fractions were tested by assay of inhibition of microbial growth in liquid 
medium against the microorganisms Pseudomonas aeruginosa, Bacillus subitilis and Penicillium expansum. The evaluation of 
the activities was done by spectrophotometry (595 nm) after 24 hours of incubation to evaluate the turbidity of the medium. 
The fractions that showed activity were submitted to SDS-PAGE in 20% polyacrylamide gel, to characterize the protein 
profile of the samples. We used mass spectrometry to characterize the molecular mass of the active fractions and subsequent 
sequencing. Among the molecules tested four exhibit antibacterial potential against microorganisms. Three of them have low 
molecular mass, varying approximately between 700 to 1900 Da. We also found a molecule with molecular mass of 24 kDa, 
which corresponds to the mass of a protein. Fractions were active against microorganisms at low concentrations and none of 
them had cytotoxic activity on animal cells. The results can be attributed to the bacterial cell wall structures, which differ in 
composition and possibly interact with the charges of the cationic peptides.
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