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Replication of associations of two polymorphisms with survival times in colorectal cancer
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dentification of genetic markers (e.g. inherited genetic polymorphisms) that can predict the survival outcomes in cancer

patients is a hot research topic. Published studies reported a number of genetic polymorphisms associated with disease
outcomes in colorectal cancer. In this study, we aimed to replicate the associations of 103 single nucleotide polymorphisms
(SNPs) with overall survival (OS) and disease free survival (DES) in a cohort of colorectal cancer patients from Newfoundland.
Patient cohort consisted of 505 Caucasian and unrelated patients recruited to the Newfoundland Colorectal Cancer Registry
(NFCCR). The genotype data for 103 polymorphisms (or their proxies) were previously obtained using the Illumina® Omnil-
Quad platform. The appropriate genetic model for each SNP was estimated using a previously published approach. For OS and
DEFS, at least one genetic model was estimated for 63 and 79 polymorphisms, respectively. These polymorphisms were then
investigated under their genetic models by univariate Cox regression method. Our results demonstrated that one polymorphism
in OS analysis and two polymorphisms in DFS analysis were associated with the risk of outcomes at the significance level of
p<0.005. When adjusted for other known prognostic factors, association of two polymorphisms with DFS remained significant.
These SNPs are located in two genes; one coding for an immune system protein and another coding for an RNA helicase.
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