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Web data extraction is one of the very popular research activities that aim at extracting useful information from web 
pages. Such extracted information is then stored into the database that can be used for faster access to the data in the 

applications like comparison shopping, information integration, etc. Several efforts have already been carried out and used in 
the past. Some of the techniques are record level while the others are page level. An efficient algorithm has been proposed by 
W. Su et al., for extracting useful information from web pages using the concepts of tags and values. The algorithm constructs a 
DOM tree from the source code associated with the page (that is HTML code). Data regions are formed by inspecting similar 
nodes in the tag tree. One or more data regions formed during this step are then merged if similarity is found. However the 
method discards non matching first node that represents non auxiliary information in the data region and thus results in loss 
of information. The research work deals with implementation of the algorithm mentioned above. It also extends the algorithm 
to overcome the problem of loss of information.
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