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Identification of stroke-related target genes with high clinical impact

George Trendelenburg
University Medicine Gottingen, Germany

troke is the second most-leading cause of death worldwide and has an enormous economical impact for industrial countries.

Unfortunately, there is still lack of valid neuroprotective therapeutic strategies beyond systemic thrombolysis therapy despite
various successful experimental results. Thus, a more profound understanding of stroke pathophysiology and identification of
better target genes for treatment strategies seems to be mandatory. The talk will focus not only on the different model systems
for stroke research and target gene identification, but also will deal with the difficulties to identify valid target proteins. Many
highly impressive findings of experimental stroke experiments in the past often were followed by rather poor results in clinical
studies. Thus, careful planning of experimental studies is urgently required and parameters such as the model system, the age of
the animals and the time windows used for assessment of stroke-related tissue damage have to be choosen carefully. Experience
with interventions, which has been shown to be neuroprotective in experimental stroke, but which failed in the clinics (such as
erythropoietin) were disappointing, but other upcoming strategies (e.g. anti-inflammatory strategies) were highly encouraging,
but still need further evaluation in larger human studies.
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